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Distribution and pathogenic characteristics of non-typhoidal Salmonella in pork samples at retail

in Zaozhuang area
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Abstract: Objective

Salmonella (NTS) strains in pork sold in Zaozhuang area. Methods

method. The broth microdilution method was performed to determine the resistance of NTS to 14 antibiotics.

To analyze the serotype distribution, drug resistance and molecular typing of non-typhoidal

NTS strains were serotyped by slide agglutination

Pulsed field

gel electrophoresis (PFGE) was applied for molecular typing, and the strain clustering was analyzed by BioNumerics

7.6 software. Results

Thirty strains of NTS were divided into 15 serotypes, and the main serotypes were Salmonella

rissen (26.67%, 8/30) and Salmonella derby (16.67%, 5/30).

The resistance rate of NTS strains to tetracycline was

80.00% , ampicillin was 76.67%, compound sulfamethoxazole was 63.33%, and the multi-drug resistance rate was

66. 67%.

There were 46. 67% of the strains were resistant to four antibiotics (ampicillin, tetracycline, chloramphenicol

and compound sulfamethoxazole). The PFGE bands were polymorphic without obvious regional aggregation, and the most

concentrated were those of S. rissen. Conclusion The NTS strains in the pork sold in Zaozhuang area are mainly S. rissen

and S. derby. The drug resistance rates to tetracycline, ampicillin and compound sulfa are high with severe multi-drug

resistance. The molecular typing map shows polymorphism.
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Table 1  Serotype distribution of 30 strains of NTS

I 75 4 PR ERRE /%

ARV T (S. rissen) 6,7:g,f:- 8 26.67
PR BLYB TR (S, derby) 4,12:g,f:- 5 16.67
1S 1T (S. london) 3,10:Lv:1,6 2 6.67
Fap e 2 V0 11 B (S. assinie 2) 3,10:Lw:z 2 6.67
A MGIGIP TTIH(S. schleissheim3) — 4,12:b:- 2 6.67
JE 1B T (S, kimuenza) 4,12:1,v:e,n,x 2 6.67
I SCHT YD T (S. livingstone) 6,7:d:1,w 1 3.33
B A W70 1T (S. kottbus) 6,8:e,h:5 1 3.33
EFFUTTH(S. ruzizi) 3,10:Lv:e,z, 1 3.33
A 22 B RV T (S. brandenburg) 4,12:Lv:e,n,z 1 3.33
Brsf 24 V0 11T (S. agonal 1) 4,12:,g,t:z:2,, 1 3.33
A AR VP 1T B (S budapest) 4,12:¢,1:- 1 3.33
B0 JE V0 1T 1R (S typhimurium) 4,12;i:1,2 1 3.33
EHLVLITH(S. chailey) 6.8:2,,2,,:€,n,7, 5 1 3.33
AR D YR TTHE(S. saintpaul) 4,12:e,h:1,2 1 3.33
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(13.33%)(% 2).
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Table 2 Results of drug resistance analysis of 30 strains of NTS

Pk F R HR £S5 U (S) o AR (1) it 25 (R) i 24 %/ %
s ORI AMP 6 1 23 76.67
BREX AR TIAR /7 IE AMS 6 7 17 56.67
Sk 7t Al nE CAZ 30 0 0 0.00
P RS Sk 71 E CTX 30 0 0 0.00
DA (LAYN CFZ 9 10 11 36.67
ShBRERE AP T CFX 30 0 0 0.00
T B 2 W e 85 IMP 30 0 0 0.00
TR B2 ¥ TET 6 0 24 80.00
ATmER AEH CHL 14 0 16 53.33
ST 2 KK E GEN 19 0 11 36.67
it e 25 205 Wikl SXT 11 0 19 63.33
KA N TR o] 4 5 2 AZM 24 0 6 20.00
4 5 T 24 EZNTSRUd ! CIP 15 6 9 30.00
S EZ LD CT 0 30 0 0.00
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