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Drug resistance detection and pulsed field gel electrophoresis typing of Salmonella
agona in Sichuan Province from 2008 to 2018
ZHANG Lin', LUO Shuibin®>, LIU Li', LEI Gaopeng', HUANG Yulan"",
HUANG Weifeng', YANG Xiaorong'
(1. Sichuan Center for Disease Control and Prevention, Sichuan Chengdu 610041, China;
2. Neijiang Center for Disease Control and Prevention, Sichuan Neijiang 641000, China)

Abstract; Objective In order to discover the pulsed field gel electrophoresis (PFGE) serotypes and drug resistance of
Salmonella agona (S. agona) in Sichuan Province during 2008 to 2018, so as to understand the contamination status of
S. agona and provide reference data for outbreak warning, traceability investigation and antibiotic use strategy. Methods

A total of 61 S. agona strains after the serological and biochemical identification were analyzed by PFGE and tested for
minimal inhibitory concentration of 14 antibiotics. Results The isolates of S. agona were divided into 41 PFGE types,
some strains isolated from clinical cases in different years and regions had the same PFGE type, one pork isolate had the
same PFGE type as some clinical isolates. The antibiotic resistance test indicated 28 of the isolates were sensitive to 14
kinds of antibiotics, the other 33 strains showed different degrees of drug resistance, nearly half of the strains were
insensitive to tetracycline; and there were 16 multidrug-resistant strains. All of the isolates were sensitive to imipenem.
Conclusion The PFGE types of S. agona isolated in Sichuan from 2008 to 2018 showed diversity, and they were sporadic
prevalent in Sichuan Province. The drug resistance was serious with an increasing trend.
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Table 1 Information of 61 Salmonella agona
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Figure 1 PFGE results of Salmonella agona
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Table 2 Drug resistance rates of 61 Salmonella agona
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Table 3 Multidrug resistance analysis of 16 Salmonella agona
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The drug resistance and molecular characteristics of Salmonella typhimurium
[5], 12 :i ¢ - in Guangxi
ZENG Xianying, LYU Suling, QU Cong, LAN Lan, TAN Dongmei, LI Xiugui
( Guangxi Center for Disease Prevention and Control, Guangxi Nanning 530028, China)

Abstract; Objective FEstablishing the database of food-borne Salmonella typhimurium 1, 4, [5], 12 :i: - and
monophasic variant in Guangxi Zhuang Autonomous Region by investigating the drug resistance and molecular typing
characteristics of the isolates in 2018. Methods 124 strains of S. 1, 4, [5], 12 :1i: - from clinic samples and food
samples were tested for drug sensitivity by minimum inhibitory concentration (MIC) , and molecular typing by pulsed field
gel electrophoresis (PFGE). Results One hundred and twenty four strains of S. 1, 4, [5], 12 i : - were all
sensitive to imipenem, but resistant to the other 13 antibiotics at different levels. The resistance rate to tetracycline was the
highest (96.8% , 120/124) , followed by ampicillin (95.2% , 118/124). Multidrug resistant ( MDR) rate was 26. 6%
(33/124), and 47.1% S. 1, 4, [5], 12 :i: - isolates were multi-resistant to ACSuT. The S. 1, 4, [5], 12:i: -
strains were differentiated into 104 Xba 1 PFGE patterns with similarity of 72. 9%-100% , and the dominant patterns were
JPXXO01. GX0114 (5 isolates) and JPXXO01. GX0294 (4 isolates) , all of which came from foodborne disease surveillance.
Conclusion The result indicated that the S. 1, 4, [5], 12 :i: - isolates in Guangxi were highly resistant to penicillins

and tetracyclines and drug resistance situation was not optimistic, S.1, 4, [5], 12 :i: - PFGE pattern were highly
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