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Abstract; Objective To understand the drug resistance and homology of diarrheagenic Escherichia coli (E. coli) , from
food in Jiamusi, and to provide basis for effective control of food borne diseases and clinical treatment. Methods Multiple
polymerase chain reaction (PCR) was used to detect diarrheagenic E. coli in food. Drug resistance of diarrheagenic E. coli
isolated from food in Jiamusi was analyzed by Sensitire microbial sensitivity analysis system, and the homology of isolates
was analyzed by pulsed-field gel electrophoresis (PFGE). Results Fifty one strains of diarrheagenic E. coli were isolated
from 1 320 samples with a total positive rate of 3. 86%. Twenty one strains of them were resistant to drugs (41.18%) ,

among which 3 were single drug-resistant and other 18 were multi drug-resistant. A total of 49 different PFGE fingerprints
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were obtained from 51 strains of diarrheagenic E. coli, and the homology was 38.6% ~ 100%. Conclusion

The multi

drug-resistant of diarrheagenic E. coli from food in Jiamusi is obvious. The homology is polymorphic.
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Table 1  Virulence genes and taxonomy of diarrheagenic

Escherichia coli

h=2 B S B3 T R R L/ %
1 escV EPEC 23 45.10
2 astA EAEC 15 29.41
3 pic EAEC 3 5.88
4 aggR ;astA EAEC 4 7.84
5 Pic;aggR EAEC 4 7.84
6 aggR ;astA ; pic EAEC 2 3.92
il 51 100
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Table 2 Drug sensitivity of diarrheagenic Escherichia coli

P BitE R AR 45 ﬂﬁ‘éﬁ Gl gk

[k ¥ i 25 3/ % [k i PR/ % R A UK/ %
1 EXI TN AMP 9 17. 65 5 9. 80 37 72.55
2 3 76 fib e CAZ 0 4 7.84 47 92.16
3 EE U Vg i) AMS 3.92 15 29. 41 34 66. 67
4 Y 5 IMP 0 0 0 51 100
5 P E TET 18 35.29 0 33 64.71
6 ZRUEMR NAL — — — — — —
7 53R ERY — — — — — —
8 KT CFX 2 3.92 0 0 49 96. 08
9 AEH CHL 10 19. 61 5 9. 80 36 70. 59
10 Sk 760 0§ Ji5 CTX 3 5.88 0 0 48 94. 12
11 Sk 76 g K CFZ 6 11.76 9 17. 65 36 70. 59
12 RAEH GEN 10 19. 61 0 0 41 80. 39
13 R SXT 8 15. 69 0 0 43 84.31
14 iy 73 8 2 AZM — — — — — —
15 BINE R cIp 6 11.76 0 0 45 88.24
16 B 40N 4 s I /T e Y T e TMP 7 13.73 2 3.92 42 82.35

HATm 25 M 21 SRBUSHE KR &, 816
3 BRBAEH 25 (5 5.88%,3/51) Fl 18 ¥k & & i 24
(M 35.29% ,18/51) , 377 A 14 Fhifsf 25 3% | o5 & 1Y
KB 9 HH 24,4 B2 RS, 6k, N
11.76% (6/51) ,1EWF 3,

%3 BRI YRT H T 2 3

Table 3  Drug resistant spectrum of diarrheagenic Escherichia coli

TET 1 1.96(1/51)

1 CFX 1 1.96(1/51)
CFZ 1 1.96(1/51)

2 AMP-TET 1 1.96(1/51)
AMP-TET-SXT 2 3.92(2/51)

3 CTX-TET-TMP 1 1.96(1/51)
TET-CHL-CIP 2 3.92(2/51)

A TET-GEN-CHL-TMP 5 9.80(5/51)
AMP-TET-CHL-SXT 1 1.96(1/51)

S TET-GEN-CHL-CIP-TMP 1 1.96(1/51)
AMP-TET-CFZ-GEN-SXT 2 3.92(2/51)

6 AMP-TET-CFZ-GEN-SXT-CIP 1 1.96(1/51)
7 AMP-AMS-TET-CFX-CTX-CFZ-SXT 1 1.96(1/51)
9 AMP-AMS-TET-CHL-CTX-CFZ-GEN-SXT-CIP 1 1.96(1/51)
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Figure 1 Homology of diarrheagenic Escherichia coli
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