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Drug resistance characteristics of Salmonella isolated from diarrheal
patients in Shunyi, Beijing
JIN Hongwu'?, ZHANG He'?, ZHANG Shuang"®, JI Guogiang', MA Hongmei', LI Ying'’
(1. Shunyi District Center for Disease Control and Prevention, Beijing 101300, China;
2. Workstation for Microbial Infectious Disease; Shunyi District Center for

Disease Control and Prevention, Beijing 101300, China)

Abstract: Objective
Shunyi, Beijing. Methods

To study the drug resistance characteristics of Salmonella isolated from diarrheal patients in
Collected stool samples of diarrheal patients in Shunyi, Beijing 2013-2018. Isolation,
bacterial identification and serotyping were tested for Salmonella strains. Drug resistance rate, non-drug sensitivity rate,
multi-drug resistance rate and drug resistance profile of Salmonella strains to 26 antibacterial drugs were analyzed by broth
dilution test method. Results The prevalence of Salmonella in diarrhea patients was 5.44% (113/2 076). Twenty-six
serotypes were identified in 114 Salmonella strains, and the dominate serotypes were Salmonella enteritidis and Salmonella
typhimurium with the composition ratio value of 32. 46% (37/114) and 27.19% (31/114), respectively. The multi-drug
resistance rates of Salmonella spp. , S. enteritidis and S. typhimurium were 44.74% (51/114), 67.57% (25/37) and
45.16% (14/31), respectively. Salmonella spp. , S. enteritidis and S. typhimurium were distributed 62, 29 and 20 kinds
of drug resistance profiles, respectively. Conclusion The drug resistance of Salmonella isolated from diarrhea patients was
serious, and the distribution of drug resistance profile showed large diversity. It is necessary to continued high-quality

pathogenic surveillance of Salmonella, so as to provide basis for scientific prevention and treatment of Salmonella infection.

2021 445 33 4245 3

Key words: Salmonella; diarrhea; Salmonella enteritidis; Salmonella typhimurium; drug resistance
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Distribution of composition ratio of serotype of 114 Salmonella strains
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Table 1 Distribution of drug resistance of Salmonella, Salmonella enteritidis and Salmonella typhimurium
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Table 2 Distribution of drug resistance of Salmonella enteritidis and Salmonella typhimurium isolated in different years

W 2 U0 1] R T

A I T IR

2013—2015 4
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[ESES 3 Uk ifif 245 3% A UK ifif 24 2% 3 U fif 5% ARiUR
(%) (%) (%) (%) (%) (%) (%) (%)
RV AMP 50. 00 50. 00 63.16 63. 16 54.55 54.55 30. 00 30. 00
E U N AMS 38. 89 44. 45 36. 84 63. 16 18. 18 54. 54 5. 00 30. 00
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. ZAEE B PB 0 61.11 5.26 26.31 0 0 0
fig k2 A
ZHWEE CT 77.78 77.78 26.32 26.32 9.09 9.09 0 0
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Figure 2 Drug resistance profiles of Salmonella
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Figure 3  Drug resistance profiles of Salmonella enteritidis
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Figure 4 Drug resistance profiles of Salmonella typhimurium
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