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Etiologic characteristics of Vibrio parahaemolyticus stains in Huzhou of Zhejiang in 2019
YAN Wei, SHEN Yuehua, XU Deshun
(Huzhou Prefectural Center for Disease Control and Prevention, Zhejiang Huzhou 313000, China)

Abstract: Objective To investigate the serotypes, virulence genes, antimicrobial resistance and molecular
characteristics of Vibrio parahaemolyticus in Huzhou of Zhejiang Province. Methods Isolates of 92 V. parahaemolyticus in
Huzhou were analyzed by serological typing, virulence gene detection, antibiotic resistance testing, and pulsed-field gel
electrophoresis ( PFGE) for molecular typing. Results 03 : K6 was the main serotype and tlh”* tdh” trh” was the most
frequently detected virulence genotype in clinical strains. 02 : Kut was the main serotype and tlh'tdh” trh~ was the most
frequently detected virulence genotype in environmental strains. Antibiotic resistance testing indicated that the isolates were
highly resistant to ampicillin (90.22% , 83/92), followed by gentamicin and tetracycline. Following the restriction enzyme
Not 1 digestion, the 91 strains yielded 81 PFGE patterns, and 16 clones had similarity values of >85.00%. Conclusion

The etiologic characteristics of V. parahaemolyticus varied, which might be one of the reasons for high incidence of
foodborne disease in Huzhou. There may be cross-contamination between freshwater and seawater products, so it is

necessary to strengthen supervision of food processing.
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Table 1  Serotype distribution of Vp in 2019
L 345 780 — L ST b#
bk AR F I L/ % RS FI IR L/ %

03:K6 35 64. 81 0 0.00
04:K8 1 1.85 0 0.00
04 :Kut 10 18.52 4 10.53
03 :Kut 6 11. 11 4 10. 53
01 :Kut 1 1.85 6 15.79
02 :Kut 0 0.00 8 21.05
02:K3 0 0.00 1 2.63
02:K28 0 0.00 4 10. 53
05 :Kut 1 1. 85 7 18. 42
05:K17 0 0.00 1 2.63
010 :Kut 0 0.00 3 7.89
&t 54 100. 00 38 100. 00
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#2 2019 4F Vp B Iy S A3 A
Table 2 Distribution of virulence genotypes of Vp in 2019

451 P i M
WAL ML/ % Ry e 4 1% B/ %
th* tdh* irh” 6 15.79 50 92.59
th* tdh” irh” 32 84.21 3 5.56
th*1dh” irh” 0 0. 00 1 1.85
At 38 100. 00 54 100. 00
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Xt 92 #k Vp #ATHIAE RHURIAR . SR ER Vp
X AMP A5 R 3% 1T 250 | i 24 563K 90. 22% (83/92) ;
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Table 3 Antimicrobial susceptibility testing of 92 Vp in 2019

2 U o Rk it 24

AMP 1.09 (1) 8.70 (8) 90.22 (83)
TET 93.48 (86) 4.35 (4) 2.17 (2)
CHL 100. 00 (92) 0.00 (0) 0.00 (0)
SXT 98.91 (91) 1.09 (1) 0.00 (0)
CAZ 100. 00 (92) 0.00 (0) 0.00 (0)
GEN 89.13 (82) 6.52 (6) 4.35 (4)
IMI 100. 00 (92) 0.00 (0) 0.00 (0)
CIP 100. 00 (92) 0.00 (0) 0.00 (0)
AMI 97.83 (90) 2.17 (2) 0.00 (0)
LEV 100. 00 (92) 0.00 (0) 0.00 (0)
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Figure 1 PFGE cluster analysis on 91 strains of Vp
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