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Abstract; Objective The objective of this research was to analyze and identify the pathogens of an outbreak caused by

consumption of sweet dumplings made by fermented corn flour in Guangnan County. Methods

On the basis of

epidemiological investigation, microbiological culture and biochemical analysis was performed on four collected food samples

by VITEK 2 COMPACT according to GB/T 4789.29-2003. The suspected isolates were performed 16S rRNA sequence

analysis. And the toxin was analyzed by high performance liquid chromatography-mass spectrometry ( HPLC-MS ).

Results Both sequence analysis and biochemical analysis showed that all the three isolates were Burkholderia gladioli.

And its toxin, bongkrekic acids, were detected in all samples, the highest toxicity was 9. 67 mg/kg. Conclusion

B. gladioli was the pathogen of this outbreak caused by fermented corn flour. It was called as Pseudomonas cocovenenans

subsp. farinofermentans in China.
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66 | B. cenocepacia strain ZYB002 (EU684748.1)
18 [1 B.latens strain R-5630(NR 042632.1)
20 L B.seminalis DSM 2351 type strain R-24196T(AM747631.1)
B. anthina strain LMG 20980(JX986972.1)
33 B.vietnamiensis strain SYe-6586(FJ436055.1)
25 B. ambifaria strain DZBT07 (KM087340.1)
B. diffusa type strain R-15930T(AM747629.1)
21 B. multivorans strain Struelens (NR 029358.1)
B.pseudomultivorans strain LMG 26915(HE962387.1)
30| — B.metallica strain R-16017(NR 042636.1)
49, B.pyrrocinia strain ATCC 15958(NR 112060.1)
9N - B. arboris strain R-24201(NR 042634.1)
32 B. cepacia strain ATCC 53130 (AY741362.1)
47 B.ubonensis strain GTC-P3-415(NR 040830.1)
14 B.lata strain 383 (NR 102890.1)
20% B.dolosa strain LMG 18943(NR 104973.1)
21| B.contaminans strain LMG 23361 (JX986975.1)
391 B.stabilis strain LMG 14294(NR 114522.1)
92 [L— B. glumae strain ITCCBQO0003(KP689102.1)
78 | B.pseudomallei strain ATCC 23343(NR 043553.1)
99 [ B.thailandensis strain 2002721627(AY268182.1)

36 B. mallei strain ATCC 23344(NR 074299.2)
B. oklahomensis strain C7533(DQ108390.1)
27 B.plantarii strain HLJ338(LC020028.1)

B.vandii (U96932.1)
isolate YD-4 (KT944032)
B. cocovenenans (U96934.1)
834 isolate YD-1 (KT944030)
685 gladioli strain OM1(EU678361.1)
isolate YD-2 (KT944031)
B. andropogonis strain ATCC 23061(NR 118985.1)
B. caryophylli strain ATCC 25418(NR 040806.1)
B.symbiotica strain JPY345(NR 117845.1)
B.soli strain GMC257(AB741456.1)
B. endofungorum type strain HKI 456 T(AM420302.1)
99 B.rhizoxinica type strain HKI 454T(AJ938142.1)
B. glathei strain ATCC 29195(AB021374.1)
B.telluris strain LR-23326(NR 125559.1)
B.humi Vandamme et al. 2013 (NR 125506.1)
B.terrestris type strain LMG 22937T(HE981726.1)
B. choica strain RA1-8 (AY949196.1)
B.sordidicola strain PAMC26611(KJ606819.1)
B.udeis strain Hg2 (NR 125500.1)
B. megalochromosomata JC2949 (KF155693.1)
B.jiangsuensis strain MP-1(KJ400396.1)
B.grimmiae strain R27 (NR 118268.1)
B. cordobensis type strain LMG 27620T(HG324048.1)
L 83 B.zhejiangensis strain R-46424(HE983367.1)
29 93 B. aspalathi strain VG1C (KC817488.1)
{ B.sediminicola strain GM519(AB740925.1)

B.hospita strain LMG 20598(NR 025656.1)
B.terrae strain NBRC 100964(NR 113963.1)
B. caribensis strain INPA89A (GU144372.1)
B. phymatum strain INVU IL24(JN228096.1)

B.sabiae strain Br3407(NR 043180.1)
B.terricola strain BRUESC248(KF031511.1)

B. ginsengisoli strain NBRC 100965(NR 113964.1)
B.sartisoli strain RG6-9 (EF635856.1)

56

55 45

B.xenovorans strain TAt-0771(EU723243.1)
B. bryophila strain LMG 23644T(AM489501.1)
B. fungorum strain LMG 16225(NR 025058.1)
B. insulsa PNG-April(KF733462.1)
B.phenazinium strain ATCC 33666(NR 112068.1)
B. megapolitana strain LMG 23650T(AM489502.1)
B. caledonica strain NBRC 102488 (NR 114117.1)
B.phytofirmans strain: GMC590(AB741457.1)
B. dilworthii strain WSM4206 (HQ698907.1)
B.rhynchosiae strain WSM3937(NR 116248.1)
B.graminis strain C4DIM (NR 029213.2)
B. phenoliruptrix strain AC1100(NR 042901.1)
67 B. caballeronis strain TNe-834 (JN881346.1)
—{jﬁ.,’cwuriemis strain RRAK1(KJ137015.1)
B.sprentiae type strain WSMS5005T(HF549035.1)
B.susongensis 1L226(KJ746438.1)
B. acidipaludis NBRC 103872(AB682142.1)
B. diazotrophica strain NKMU-JPY389 (HM366719.1)
B.tuberum strain STM6020(FN908405.1)
B.monticola JC2948 (KF155692.1)
B. denitrificans strain KIS30-44 (NR 108706.1)
B. bannensis strain E25 (NR 113178.1)
B.tropica strain FHGXJ8-2(KF527202.1)
B. eburnea RR11 (JQ692176.1)
B.unamae strain SCCu-23(AY221957.1)
B. mimosarum strain STM3726(HE864347.1)
B. nodosa strain Br3470(AY773198.1)
B. heleia strain NBRC 101819(AB681569.1)
B.silvatlantica strain NBRC 106337(AB537488.1)
B. ferrariae strain NBRC 106233(AB537487.1)
23 B.oxyphila strain NBRC 105797(NR 114289.1)
65 B.sacchari strain IPT10(NR 025097.1)

B. norimbergensis(Y09879.1)
B.pickettii ATCC 27511(AH004177.1)

87

—[ .
99 100 —— B.solanacearum strain CIP365(U28220.1)
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Figure 1  Phylogenetic tree of the 16S rRNA gene sequence of Burkholderia
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