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Etiological analysis of Vibiro parahaemolyticus from different sources in Wuxi during 2012-2014
HAN Yi, SHA Dan
(Wuxi Center For Disease Control and Prevention, Jiangsu Wuxi 214023, China)

Abstract; Objective

To investigate the virulence gene, serotype and antibiotic resistance of Vibiro parahaemolyticus

from different sources in Wuxi. Methods For 92 strains of Vibiro parahaemolyticus, PCR was used to detect virulence

gene. Serotype was determined by serum agglutination test. Antibiotic resistance was performed by disc diffusion method.

Results The detection rate of tdh gene among food poisoning strains was 85.7% (12/14). The detection rate of tdh

among sentinel hospital strains was 88.6% (39/44). But the detection rate of idh among environment strains was only
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14.7% (5/34). Serotype O3 was found to be the dominant serotype among the strains from food poisoning (85.7% ,

12/14) and sentinel hospital (65.9% , 29/44) , while there was no dominant serotype found in environment strains. The
rate of ampicillin resistance among food poisoning strains was 35.7% (5/14). The rate of ampicillin resistance among
sentinel hospital strains was 65.9% (29/44) and was 11.8% (4/34) among environment strains. All strains were
100. 0% sensitive to ampicillin/sulbactam, gentamycin, iminodiaeetic, thienamycin. Conclusion The virulence gene,

serotype and antibiotic resistance of V. parahaemolyticus isolated from different sources were different. Ideal antibiotic for

2016 4E55 28 55 6 #i

treatment of V. parahaemolyticus were ampicillin/sulbactam, gentamycin, iminodiaeetic and thienamycin.

Key words;
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Bl v i e 9K B ( Vibiro parahaemolyticus , VP) |12
G3 AR T R K T AE SRR v, A R 2R M DL 2R A
TR R AR AR . R TR B B TR
S S A JC AR X R e R . FR R
P59 s ) 1) K ] 8B i 2 A A R R R e e it
Hedfi 7R :2002—2007 4 B 14 20 T 1 £ P 5
Erb R AR I O e B 2 L TLIR A
I 2 BRI T8 1 P I T e ) v A L X, R 8 BB 5 1% 3
DX IR T AL i o 1) 9 0P K T 1 s T K LA R AT
TRLIR 9 A ) 22 R AE X0 T A s A T ) 4% 1
B B O B AR R IR LA R T A 8 £ R AT
L, AW T 2012—2014 4F T8 A A
R4 ) P I TR A AR R 92 Bk, Xk i S T R AT
T # B I 2R (edh ) (T FRAH DG IR (erh ) (AN T
PRI 2R (elh) =P 7 S D ARG I >t 37 2 A
AV 24512000 o £ 5 A DN 45 2R X il 3 o 14 59K B 7E TG B
TR TAT S DLHEAT 00T, R4 RS B e 2 e 9 K
FHR AL BT HeAl

1 #M#BE5FE
L1 kg
11,1 BERRRIR

JIT A R 2ok B 2012—2014 4 J8 8 17 K 1 A
S i M TR, e T 5 T 958 o BT 4 A O T R
TRAF o Horb 14 fk R 2 IR 0 21 v s A H S
ALAR B S PR B8 O B Bk, 44 BR Dy 652 {51 i AR BE B
BTSN ZE A LK 7 B K, 34 £k 641 13 51 2R
S5 W DA iy (455 9 7 £ 28 MR DL IR K
RWIKEE) 43 &bk, i 45 GB 4789. 7—2013( & iy %
EZEARE B8R Y AR T B i I A
W)U AT RS . BT TR MR A 0 4 B A0 2
X2 3k F Gk A AR M, W Ry I i v IR T B A
G RETE 90% L) |F
L1.2 F2fE 5 ul

4> F 3 41T % E AL (¥ [E Bio Merieux) , PCR X
(745 SensoQuest Labcycle) ,GelDoc XR % 14 &
4t (L Bio-Rad) ,

Vibiro parahaemolyticus; virulence gene;

serotype; antibiotic resistance; foodborne pathogenic

Ll 3 a4 9B 2 W I 3 ( F AR A B a2
A AR R (AUt R AR A IR A A,
TCBS BHifig 5 77 Bl 249 W A AN 28 0 A FR
O A) R R R IR (R A 5 ) .
L2 ik
L2.1 58K

FDA 2004 5 i 4f 77 1 JH 09 = %) 35 J1 ZE N 519
WL, i LA T AR TR SR IR 55 A7 BR 2 )
(L

H 1 I 4 S D 05 )

Table 1 ~ Primer sequences of Vibiro parahaemolyticus virulence
gene detection
B A 44 R SIPFH(5°-37) 7R/ bp

2h GTAAAGGTCTCTGACTTTTGGAC 270
t
TGGAATAGAACCTTCATCTTCACC

" AAAGCGGATTATGCAGAAGCACTG 450
17
GCTACTTTCTAGCATTTTCTCTGC

" TTGGCTTCGATATTTTCAGTATCT 500
2
" CATAACAAACATATGCCCATTTCCG

1.2.2 77 B A

B i £ : 28 F2 G0 A Ak 585 O BE R ) VP
B0 7 M, 36 °C K5 3R 24 h, @ BUE P& F 100 pl
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10 min, W B 3E , BT -20 C&H
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Table 2 Virulence genes of VP
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Table 4 Resistance mediation and sensitive rate of VP
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ik frie Y I s

WA 2 2.2 5 5.4 85 92.4
AHR 0 0.0 0.0 92 100.0
EETM/ATEE 0 0.0 0.0 92 100.0
LT A 38 41.3 36 39.1 18 19.6
N+ 0 0.0 0 0.0 92 100.0
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Table 5 Antibiotic resistance of VP from different sources
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