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Molecular characterization of Listeria monocytogenes isolated from food in Taizhou
SHEN Wei-wei, QIU Dan-hong, SHENG Ying, LUO Yun
(Taizhou Center for Disease Control and Prevention, Zhejiang Taizhou 318000, China)

Abstract; Objective To investigate the molecular characteristics of the L. monocytogenes isolated from food in Taizhou,
establish the background profile, and to provide supports for prevention and control of foodborne diseases. Methods
Thirty-seven L. monocytogene strains isolated from food in recent years were divided into serogroups by a multiplex PCR
assay and screened for 9 potential virulence factors including prfA, inlA, inlB, iap, flaA, hiyA, pleB, mpl and actA by
single PCR. All strains were genotyped by PFGE results analyzed with BioNumerics 6. 6 software. Results The serotype
1/2a or 3a was the major serovar of L. monocytogenes from food in Taizhou area. More than four types of virulence genes
were detected in all strains. Fifteen L. monocytogene strains harbored all nine virulence genes. A total of 37 strains were
divided into 22 PFGE patterns with Apa I digestion. Each pattern included 1-5 strains with similarity ranged from 67% -
100% . Conclusion Foodborne L. monocytogenes were one of the risk factors of foodborne illness in Taizhou. The
established fingerprint databases could provide technical support for the prevention and control of foodborne diseases.
Key words: Listeria monocytogenes; virulent genes; genotyping; molecular characterization; foodborne pathogenic
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Table 1 Sequences of primers used for detection of serotypes

and virulence genes
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Imo0737 F;AGGGCTTCAAGGACTTACCC 691 [8]
R:ACGATTTCTGCTTGCCATTC

Imol118 F:AGGGGTCTTAAATCCTGGAA 906 [8]
R:CGGCTTGTTCGGCATACTTA

ORF2819 F;AGCAAAATGCCAAAACTCGT 471 [8]
R:CATCACTAAAGCCTCCCATTG

ORF2110 F:AGTGGACAATTGATTGGTGAA 597 [8]
R:CATCCATCCCTTACTTTGGAC

prfA F:CCCAAGTAGCAGGACATGCTAA 571 [9]
R:GGTATCACAAAGCTCACGAG

inlA F:AAAGATATAGGCACATTGGCGAG 91 [10]
R:GACCCGACAGTGGTGCTAGATTA

inlB F:CATGGGAGAGTAACCCAACC 433 [11]
R:GCGGTAACCCCTTTGTCATA

iap F:ACAAGCTGCACCTGTTGCAG 131 [12]
R:TGACAGCGTGTGTAGTAGCA

flaA F:AGCTCTTAGCTCCATGAGTT 450 [11]
R:ACATTGTAGCTAAGGCGACT

hlyA F:ATTGCGCAACAAACTGAAGC 110 [10]
R:TCGATTGGCGTCTTAGGACT

plcB F:ACCTGCCAAAGTTTGCTGTGA 795 [12]
R:GCAAGTGTTCTAGTCTTTCCGG

mpl F:CGGAATTCATGAAAAGTAAACTTATTTG 1550 [13]
R:TATCTCGAGTCAGTTAACCCCAAC

actA F:CGCCGCGGAAATTAAAAAAAGA 839 [11]

R:ACGAAGGAACCGGGCTGCTAG
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Table 2 Serogroups of 37 L. monocytogenes isolated
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Table 3 Detection rates of virulence genes in 37
L. monocytogene strains

EWIE g0 PR P T R R iR #H 2/ %
prfA 36 97.3
inlA 35 94.6
inlB 33 89.2
iap 29 78. 4
flaA 37 100
hiyA 37 100
pleB 36 97.3
mpl 24 64.9
actA 33 89.2

2.3 PFGE 540K 1 73 1Y

from different foods
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PFGE patterns with Apa 1 digestion in 37 L. monocytogene strains
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Antimicrobial susceptibility analysis of Enterococcus spp. collected
from a raw pork free trade market in Beijing
PENG Zi-xin, ZHANG Shuang, WANG Wei, HU Yu-jie, LYU Han-yang, ZHANG Jian-zhong, LI Feng-qin
(Key Laboratory of Food Safety Risk Assessment of Ministry of Health, China National Center for
Food Safety Risk Assessment, Beijing 100021, China)

Abstract; Objective To evaluate the antimicrobial resistance of Enterococcus spp. using samples from the environment
and retailed raw pork from free markets in Beijing. Methods The susceptibility of 86 isolated Enterococcus spp. to 10
antibiotics was determined by broth microdilution method according to CLSI ( Clinical and Laboratory Standards Institute ).
Results In all 86 isolates tested, 67.44% (58/86), 54.65% (47/86), 38.37% (33/86), 26.74% (23/86),
23.26% (20/86) and 20.93% (18/86) of Enterococcus spp. were resistant to tetracycline, erythromycin, ciprofloxacin,
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