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The contamination of Staphylococcus aureus and the distribution of virulence genes
in the primary farm products of Minhang District, Shanghai
LUO Ling-fei, WANG Xiao-guang, LIU Ji-qian, SONG Chi-ping, QIAO Kun,
OU Yang-lin, CHEN Xiu-hua, LIU Yun
( Center for Disease Control and Prevention, Minhang District, Shanghai 201101, China)

Abstract; Objective To investigate the contamination and the virulence genes of Staphylococcus aureus in the primary
farm products of Minhang District, Shanghai. Methods CHROMagar color medium and API S. aureus were used for
separation and biochemical identification of S. aureus according to national standard. Virulence genes of coa, nuc, clfA,
sea, seb, sec, sed and see were detected by real-time PCR methods. Results 43 isolates were identified from 206 S.
aureus samples, and the detection rate was 20. 87% . All the identified strains had coa, nuc and clfA virulence genes, but
no see virulence gene was found, and the remaining four virulence genes expressions were partially missing. Conclusion
The contamination of S. aureus in the primary farm products existed in Minhang district of Shanghai. Supervision and
management should be strengthened for raw meat and poultry for serious contamination. All S. aureus strains contained coa
virulence gene. It could be used as a target for detecting virulence genes.
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Table 1 ~ Primers and probe sequence of virulence genes
VIR 10 GenBank =5 g1 R AR % BB 7 51(5'-3") TR /N bp
L3 coa-F TTGGGCAATTACATTTTGGAG
AB436988. 1 coa-R ACTATCGCATCTGCTTTGTTATC 146
(coa) coa-P FAM-TGCGCCTAGCGAAATTATTTGC-BHQ1
) X clfA-F ATGTGACAGTTGGTATTGACTCTGG
*ﬁﬁ%; JQ278703. 1 clfA-R TAGGCACTGAAAAACCATAATTCAGT 115
(cif) clfA-P FAM-CGACTGTGTATCCGCACCAAGCAGG-BHQI
nuc-F GGTTGATACACCTGAAACAAAGC
i 7 P EF571830. 1 nuc-R CCTTTGTCAAACTCGACTTCAAT 119
(nue) nuc-P FAM-CACTTGCTTCAGGACCATATTTCTCTACAC-BHQI
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seb-P FAM-ACCGTCTAGCCATAAATTGATCGGCA-BHQ1
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?{Z% d M94872. 1 sed-R TGGATTTTTATCTGCATAAGAATGT 134
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Table 2 Detection of Staphylococcus aureus in 3 kinds foods

35 Pl EE R Ok oA 45 R

Table 3 Result distribution of enterotoxin genes
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Figure 1  Electrophoregram of 8 virulence genes
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Figure 2 Results distribution of virulence genes
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Nitrite content and safety evaluation of Jiangshui purchased from markets in Gansu
ZHENG Jie, HU Xiang-Xuan, ZHANG Li, ZHANG Pei, LIU Ye-wei

(Institute of Nutrition and Food Hygiene,

Abstract; Objective

To investigate the nitrite content of Jiangshui purchased from markets in Gansu.

of Public Health, Lanzhou University, Gansu Lanzhou 730000, China)

Methods

Improvements had been made to the GB 5009. 33-2010 method for determination of nitrite and nitrate in food, and the

protein precipitation step was skipped. 62 samples, collected from April to August 2013, were detected using the modified

method of GB 5009. 33-2010. Results Nitrite contents of 62 samples were lower than 2 mg/kg, and the average content

was 0. 64 mg/kg. Nitrite content of Jiangshui containing vegetables were higher than those not. Conclusion On the basis
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