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Analysis of serotype and antibiotics resistance in Vibrio parahaemolyticus from
different sources in Haizhu District of Guangzhou during 2011-2013
WU Qi, LUN Jia-xin, XU Shao-hong, LI Ying-xia, HUANG Fang, ZENG Ya
(Haizhu Center for Disease Control and Provention, Guangdong Guangzhou 510288, China)

Abstract; Objective To study the current status of serotype and drug resistance in Vibrio parahaemolyticus in food
poisoning, diarrhea patients and the environment in Haizhu district of Guangzhou. Methods  17strains from food
poisoning, 27 strains from sporadic diarrhea patients and 17 strains from the environment were identified with biochemical
and serotyping tests. Antibiotic resistance test of the isolates was further performed. Results Seventeen strains from food
poisoning could be divided into 6 serotypes, and the prevalent serotype was 03: K6 (12/17, 70.6% ). Twenty-seven
trains from diarrhea patients could be divided into 10 serotypes, and the prevalent serotype was 03: K6 (17/27,
63.0% ). Seventeen strains from the environment could be divided into 11 serotypes, but the serotypes were scattered. In
addition, there were three dual-resistantstrains, and one triple-resistantstrain in those 61 strains. Conclusion The strains
were on different levels of antibiotic resistance, and the prevalent serotype was 03: K6 in Haizhu district of Guangzhou.

Key words: Vibrio parahaemolyticus; serotype; antibiotics resistance; foodborne pathogen; typing; drug sensitivity test
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Table 1 Serotype in Vibrio parahaemolyticus from different
sources in Haizhu District during 2011-2013
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H/ % ) H/% ) /% )

o1 KUT — 2(7.4) 2(11.8)  4(6.6)
K56 — 1(3.7) — 1(1.6)
KUT — — 3(17.6)  3(4.9)

02 K3 — — 1(5.9) 1(1.6)
K28 — — 1(5.9) 1(1.6)

03 K6 12(70.6)  17(63.0) 1(5.9)  30(49.2)
KUT — 1(3.7) 2(11.8)  3(4.9)

o4 K6 1(5.9) 1(3.7) — 2(3.3)
K12 — 1(3.7) — 1(1.6)
K41 — 1(3.7) — 1(1.6)

05 K17 — 1(3.7) 1(5.9) 2(3.3)
KUT — — 2(11.8)  2(3.3)
K9 — — 1(5.9) 1(1.6)

06 K12 1(5.9) — — 1(1.6)
K21 — 1(3.7) — 1(1.6)
K24 1(5.9) — — 1(1.6)

08 KUT — 1(3.7) 2(11.8)  3(4.9)
KUT 1(5.9) — — 1(1.6)

010 Kl 1(5.9) — — 1(1.6)
K9 — — 1(5.9) 1(1.6)

it 17(100) 27(100) 17(100)  61(100)
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Table 2 Antibiotics resistance in Vibrio parahaemolyticus from different sources in Haizhu District during 2011-2013
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Table 3 Multiple resistance in Vibrio parahaemolyticus
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Survey of drug resistance and virulence gene of Vibrio parahaemolyticus from imported aquatic products
YU Ji-mian, NI Jing-jing, TAO Dong-ying, LAO Hua-jun, WANG Jian-feng, WANG Chun
(Ningbo College of Health Sciences, Zhejiang Ningbo 315100, China)

Abstract; Objective

To survey the drug resistance and the distribution of virulence gene in isolated Vibrio

parahaemolyticus ( VP) from the imported aquatic products at Ningbo port. Methods The 129 VP strains were isolated
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