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Pathogenic characteristics of Salmonella in infectious diarrhea cases in
Huzhou City from 2021 to 2022
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Abstract: Objective To provide scientific basis for the prevention and control, early warning, tracing and clinical
treatment of diarrheal diseases caused by Salmonella, the serotype distribution, drug resistance and molecular typing
characteristics of Salmonella isolates from infectious diarrhea patients in Huzhou City were analyzed. Methods A total of
126 isolates of Salmonella were collected from 6 sentinel hospitals in Huzhou City from 2021 to 2022. The isolates were
characterized by serovar determination, antimicrobial susceptibility tests, and pulsed-field gel electrophoresis (PFGE)
typing. Results The 126 strains of Salmonella could be divided into 28 serotypes. The dominant serotypes were
Salmonella typhimurium monophasic variant (32. 5%, 41/126), Salmonella enteritidis (24. 6%, 31/126) and Salmonella
typhimurium (15.1%, 19/126). Salmonella typhimurium had different resistance characteristics to 15 antibiotics. The
resistance rate of Salmonella typhimurium monophasic variant to tetracycline was 73.3% (44/60) , ampicillin and
sulfamethoxazole were all 56.7% (34/60). The resistance rate of Salmonella typhimurium to tetracycline and
sulfamethoxazole was higher with 68.4% (13/19) and 52.6% (10/19) , respectively. The highest resistance rate of
Salmonella enteritidis to ampicillin/sulbactam was 54. 8% (17/31) and that of other Salmonella to tetracycline was the
highest wih 51. 4% (18/35). The overall multidrug resistance rate was 62. 7% (79/126) , showing 20 multidrug resistance
spectra. The PFGE fingerprints of Salmonella typhimurium and Salmonella enteritidis were obtained 46 and 15 kinds types
after digested by Xba | enzyme. Conclusion The predominant serotypes of Salmonella infection in Huzhou City are

Salmonella typhimurium and Salmonella enteritidis. The multi-drug resistance of Salmonella bacteria is serious. PFGE zone
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types are both diverse and dominant.
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Table 1 Serotype distribution of 126 strains of Salmonella collected from diarrheal patients in 6 sentinel hospitals
i3 1M 37 4 Bt 5= B /b H R L / %
B 5 44 V0 1] TR 1,4,12:1,g,s[1-2] 1 0.8
FRAT FE VD 17T A B AT A5 o 1,4,12:i:- 41 32.5
RAOZEW T 1,4,12:i:1,2 19 15.1
IR LD B 4,12:f,g:[1-2] 2 1.6
B WA R T 1,4,12,:d:1,2 3 2.4
CHVEN 5 FE VD TR 1,4,12:b;2 1 0.8
W A ST I P YD ] TR B 4,12:e,h:1,7 1 0.8
ENEE VD IT T8 0:4 .HZ,7 1 0.8
R RV TR 1,4,12:b,1.,5 1 0.8
BRITE 6.7:1,g:1,2,7 1 0.8
R VDT B 6.7:.g 1 0.8
W bbb 6.,7:k.1.6 2 1.6
Cl ) SC I Vb 1] B 6,7:d,1,213,228 1 0.8
L TRV 6,7:m,t 1 0.8
SEAYE VD 6.7:g.m[s] 1 0.8
pEE N ] 6,7:m,t 1 0.8
AW RV T TE 6.8:1:2 2 1.6
C2 P2 AR R AET T T8 06.8:1v,1.5 1 0.8
WAE T 0:8;Hr 1 0.8
D 7B 1,9,12:g,m:[1,7] 31 24.6
FRREBDITH 03,10:Hr: 26 2 1.6
BBy T 010:H1,v:H1,2 1 0.8
LSRN 03,10:Hd:Hw 1 0.8
E1 AR VD T 03,010;He,h;H5 1 0.8
A BB A U ] T 013,22:Hz:- 1 0.8
[ elaml| 3,{10},{15}: 1,v: 1,6 4 3.2
A2V T 03.10: He,h:ze,n,x 1 0.8
i ID%{E"%;:LJ\”Z‘//"E% 021:Hb: Henx 1 0.8
ik S| 013,22:Hz,6 1 0.8
At 126 100.0
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(89.5%) , 2 '« UMK (2= W PU AR/ DI SR R 2
07 42, 1% (8 k), IR ZE it 25 (5 68. 4% (13 #%) , i i
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Figure 1  Fifteen antibiotis of drug sensitivity test results of 126 Strains of Salmonella collected from diarrheal patients

in 6 sentinel hospitals
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Figure 2 Salmonella typhimurium and Salmonella typhimurium individual varieties of 15 kinds of antibiotics

susceptibility test results
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Table 2 Multidrug resistance spectrum of Salmonella of diarrheal patients from sentinel hospitals

UITH e TR E/ bR L / 9%
AMP-NAL-TET 12 20.0
NAL-TET-SXT 3 5.0
AMP-CFZ-CFX-CIP 5 8.3
AMS-CFZ-CFX-CIP 5 8.3
AMP-AMS-CFZ-CTX-TET 6 10.0
PO CHL-CIP-COL-GEN-TET 3 5.0
RARDTIMRIH AMP-AMS-CFZ-CHL-TET-SXT 2 3.3
AMP-AMS-CTZ-CTX-CIP-NAL-CIP 4 6.7
AMP-AMS-CFE-CTE-CHL-CIP-GEX-TET 7 11.7
AMP-AMS-CFE-CTX-CHL-CIP-GEN-NAL-TET 1 1.7
AMS-AZI-CTX-CAZ-CFX-CIP-GEN-IMI-NAL-TET 1 1.7
AMP-AMS-AZI-CFE-CTX-CAZ-CHL-CIP-COL-GEN-NAL-TET 2 3.3
AMP-TET-NAL 3 9.7
W g v 1T AMP-CAZ-CIP-SXT 7 22.6
AMS-AZI-CAZ-CIP-SXT 5 16.1
AMP-AMS-CFZ-COL-NAL-TET 4 12.9
AMP-TET-SXT 3 8.6
TS 1] AMP-CHL-TET-SXT 1 2.9
AMP-CHL-GEN-TET-SXT 1 2.9
AMP-AMS-CHL-GEN-CIP-SXT 4 11.4
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Figure 3 PFGE cluster analysis of Salmonella typhimurium and monophasial variants
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Figure 4 PFGE cluster analysis of Salmonella enteritidis of diarrheal patients from sentinel hospitals
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