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LI Xue, SUN Tingting, WEI Tongzhu, WANG Weijie, DIAO Wenli

(Liaoning Provincial Center for Disease Control and Prevention, Liaoning Shenyang 110005, China)

Abstract: Objective To provide a basis for the tracing and early warning of foodborne diseases caused by Vibrio
parahaemolyticus (VP) in Liaoning Province, the distribution and epidemic trend of VP in Liaoning Province
combined with serotype analysis were elucidated. Methods One hundred and fifty-one VP isolates from Liaoning
Province in 2019 were serotyped, and PFGE, REP-PCR, and ERIC-PCR molecular typing and cluster analysis were
performed to evaluate the correlation between the three methods and explore the kinship between the strains.
Results
classified. The main serotypes were the O3, O1, and O2 groups. The resolutions (DI) of PFGE, REP-PCR, and

One hundred and twenty-four isolates were divided into 18 serotypes and 27 isolates could not be

ERIC-PCR were 0.97, 0.95, and 0. 93, respectively. There was a higher similarity in the molecular type between
the serotype O3 group strain and the O1 group strain. Conclusion The epidemic serogroup of clinical VP isolates in
Liaoning Province is still 03: K6, and the epidemic serogroup of food VP isolates is still O2. The cluster analysis
results of PFGE, REP-PCR, and ERIC-PCR are consistent, and the resolution and reproducibility of PFGE are
better than those of the other two methods. These results can provide novel technical means for the traceability of
foodborne diseases caused by VP.
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Table 2 Serum typing results of 151 VP strains
IR VP oy B bR iR R foah VPR ES R S bk

1L 75 2

Bk / bk L/ % Bkt /B L/ %

03:K6 68 79.1 1 1.5
01:K5 9 10.5 — —

04:K8 6 7.0 — —

03:K29 2 2.3 — —

01:K30 1 1.2 — —

02:K28 — — 10 15.4
02:K3 — — 8 12.3
05:K17 — — 3 4.6
04:K42 — — 3 4.6
04:K34 — — 2 3.1
010:K24 — 2 3.1
01:K32 — — 2 3.1
01:K19 — — 2 3.1
02:K6 — — 2 3.1
01:K33 — — 1 1.5
03:K45 — — 1 1.5
03:K17 — — 1 1.5
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Table 3 Analysis of main VP molecular types and serum proportion

FEFH AR A/ R L35 FE O3 et/ Bk L5 R 03 5 1L /% I35 3 O 1 B /kk M REOT 5 /%
A4 44 36 81.8 8 18.2

B# 14 10 71.4 4 28.6

c4l 10 80 2 20

D4 7 6 85.7 1 143
E~LZH 24 12 50 0 0
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Figure 1 =~ Cluster analysis results of PFGE of 151 VP strains
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