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Abstract: Group B Streptococcus (GBS) is an important opportunistic pathogen that exists in a variety of animals and

can infect humans, mainly causing a variety of invasive diseases in pregnant women and newborns. ST283 is a sequence

type of GBS that has been found from freshwater fish cultured in Southeast Asia in recent years, and has attracted

widespread attention because this type of GBS is suggested to cause food-related invasive diseases in human. As a major

country in freshwater fish farming and consumption, China still needs to pay attention although no relevant cases have been

reported in the inland. This paper elaborates on the available information on GBS ST283 in various countries to provide

reference for the development of GBS monitoring and evaluation criteria in China.

Key words: Group B Streptococcus; sequence type 283 Tilapia; food-related invasive disease

B 7 4% BK I (Group B Streptococcus, GBS) , X Ff
JE FL &% BK 7 (Streptococcus agalactiae) , ]~ 1Z 4F # T
WL Sh Y e PR SE A S, g — A AR
PFEUR T o GBS HJ %E ML T A B i 18 ik IR Az 5

W #s B #1:2022-07-25

E¢UH - BERERRERARITHFOERERAANERIETE

EEBM:RER K ERMRAE HEFTAARSMEY
E-mail: zxh1226yunho@163.com

BEMEE: 94 X B AAFT@ARSRHREN

E-mail : baili@cfsa.net.cn

L2 15%~30% 1 fa e N 35 Y, B B
U R W Lot K G L, DL KA R R Y
N

2015 4%, B i 3% R 4 IE ) 81 Y (Sequence
type,ST)283 GBS B M A2 72 M B Ye o1 I K
A] 38 a3 B P BE L I HL R A GBS B BT 5 T Bk i
TR B MY M 5] & e, ST283 B GBS 7
Nt %3, B 7E 2478 o T [ R G b
MRS B R E U AR B AT ELX (RLR
P B A 9 ) AR K oo R P B XA AR



FrRIE R K A0 R ST283 B B HEHEBR 14 51 A2 B W) A G AR 28 M B XS, L2 B 4% —— Tk # 52 L 4%

—951—

IO SR E A 5 gokk rh 4 B i S ST283 AL I AH ¢
#) ST739 % GBS Wtk . HrhZgE it Brmk
] i 45 Hb R 7 8 45R M ST283 A GBS § 3
YA OGP B R F A il R 2R Y T 2 A BB
T, HAr IR E P Rl X G ST283 AL GBS F &
TR PE PG B R F R ARGE . A 2007 4 DLk, GBS
T By T [ 22 Hb oK ™ 5% 5E 3 vh 2 AR 0B B 1Y
F R I o TR R R IR K a0 2 R L 4
2021 4E [ ik R & T ST283 M GBS J& YL A S
| LR 3R VR K v ) IR AT R AR B s A 2 il
1 VR 5 e B0 XU I 5 | ke v B AT

A SCKE N B OB i BR TR Y 2 AS 4 M L ST283 Y
GBS T 8 & W A OC B 0 2 Kk F 4k SR K 77 il
ST283 & GBS By KUK Bl 42 - e i 3d , IR oK 7™ i vh
ST283 %1 GBS JAU K PEAl $2 1 B i FL il

1 BREEHKEEARBR
L1 AWtk

R IE Lancefield 235 ,GBS & H M2 C W
SR LRSS H Y B BE AR R R 2B BT GBS X
0 Tay Ih I-IXAF I35 5 . GBS Sy #5022 [GFH 4
FHEPE IR A, W AUEE T 2 8 SR ERIR RS A
5%, 76 1 SR T B2 [ 36 “CHEFR 18~24 h,JE AR 0. 5~
1.Omm K RSB O SRR . FE
GRS RN VE A B W R BV I ER T 23 TR R
o By B, GBS I % 0~5. 5% NaCl KKl
FBIAY pH (3~ 1) e AR IR 2 28 °C~37 °C,
T 45 CCRI AL KR L =70 CR AT AT AR IR
GBS B £ 2 HUW N T G fh e B2 B I 1l 3% L CAMP
PR 1~ 375 ] J5 TR I R 4R A ) A B R 22 TR / O R
TR A5 R 25
1.2 MEIE

HATA M2 k5 GBS 5 —Fh N L 5 % e
Dyt AL R ) 0 AR 5 (CAMP 355 ) 5 JR R
B R B R 4 T R AR RIS GBS B AR W by
PEXF I HEAT > B 4, th TR B, BUAE A 1
Wi AR JIE A FH 5 58 SRy 43 7 AR ) 2 S s Jy e B
TR Y™ 3G £ R XF % %5 C5a K BG 19 scpB . G 11
CAMP N F 1Y ¢fb FIZmA5 Sip 2 Jo 2 & 1 sip 55
L PR R AT RS DU, DT B B 4 AR A I GBS,
R PR R IR S R TR Il R A2 I
Z R .
1.3 A5k

LT 73 YR 5T IO i TR AT N ) 5
(Matrix-assisted laser desorption ionization-time of flight

mass spectrometer, MALDI-TOF MS)  Z A7 5 741 43 5

(Multilocus sequence typing, MLST ) Fl 4 %k [K 41 il /7
(Whole genome sequencing, WGS) #L 22 T GBS 19
Sy RS . GBS AR 3E I 2 BB R M 45 S 10 Fp
MyEAC Ta, ITh, I ~IX), 38 E G K5 2 19 N GBS
FE A Ta, ITb M VAV AT A8 325 AL,
BAEfmh FE N Ta, I b WA AR EE R
ST /A R 2 5, E AN GBS £% ST 435
ST1.ST10.ST12,ST17.ST19,ST23  ST24'"*:2) i1 Jii
GBS FZL ST 43 #4k ST1 M ST742,

ST283 A GBS J& H | & A1 M — nl 5] 2 & ¥ A
A2 28 Tk B I 0], B BT M GBS A
ST283 T &) T B B i N\ A7 28 M R e | % A f {git S
B 450 A A ) . HOET ST283 Y GBS {XAE A
Js A0 2R 2 v il L i v o B S i o T ALY
L4 AR 8 #53 Ai FRRAE

GBS FZLEMAE N B i Fl bR A R G,
N FEHE AT R A K 15%~30% ., Ho L E A 350 07 40355 Az
JHRe WA AT 1T 3 Ak, GBS e ] B 2 R i
RN N YR S R i BURS S N
5| BT A UM S 5 LI AE B il R 5 5 2 N IR e
T3 B BB bR A7 A W g M R T A B B R Y
S At A7 G i L R R R G AR R BUR ZR R IR
F [ T 7 BBl 7= 30) B B Bk B (b D) B R AR
TR XS 242 35~37 JAl B2 1A AT GBS i #x o

2 ST283BIGBSE| ZRIB =M

ST283 #I GBS L 7E# Mk 7 H 5 X 5] & &
W AH G Y SRR e T RN LB T A T
g5 R, H 1993—2022 4F 4 Bk i i 5 ST283 A GBS
AR F R L 1, CAHBRLF LW, M
F 4k ST283 A! GBS & Il 4F 95 1 th A I 4E & ik
98. 1%, ST283 # GBS i Bl h & I 5E ALK 21. 9%
AR K FH A 2 A IR K 53X 5 AR R Ik
R AR B A ¢, R W A Bk oK ] B 2
ST283 # GBS ) &y i ik 42 . H 1 i J& ST283 Al
GBS 78 A A v i) 75 i - B 56 ZR 804 , L 2R 1 0 24 b
B 7 AR A 2 T AN B 0 R RN T 3 e 5t S T
YA B, Jo k345 6 T ST283 & GBS AT 2% i1 Al
SERCGYE . N X ST283 A GBS 7E AR SR A
PR H A R A 2 A A &R B B
M AL 7 R AR
2.1 ST283 & GBS Y Ik FR1F

R S AR AN R 28 8 GBS &I 1y i X
B NHESN,ST283 7 GBS Jik Yy # A% /N H W 5 51
A B LN Y R B R, RO R M e
g MR O NI IR AE A A R BT A AU R



AR AR

—952— CHINESE JOURNAL OF FOOD HYGIENE 2023 4F%5 35 B4 6 1

F 1 1993—20224FE 4Bk ST283 % GBS AH & 1y J&k 4L = 14

Table 1 Global ST283 GBS-related infection events from 1993 to 2022
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