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Prevalence of Aeromonas hydrophila and its diarrheagenic virulence genes in the ready-to-eat
seafood sold in Macao
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Abstract: Objective To identify and detect the diarrheagenic virulence genes of Aeromonas hydrophila in ready-to-eat
seafood sold in Macao. Methods Aeromonas hydrophila were isolated from 80 ready-to-eat seafood samples of crustaceans,
fish, shellfish and cephalopods. And they were identified by real-time polymerase chain reaction based on 16S rRNA
gene. Multiplex polymerase chain reaction was used to determine the diarrheagenic virulence genes in the isolated strains.
Results  Fifty seven of the 80 samples (71.25%) were positive with Aeromonas hydrophila. Among the positive samples, 6
of the samples (10.53% ) were detected with diarrheagenic toxic genes. Among 6 strains which carried toxic genes, 4
strains carried 2 toxic genes and 2 strains carried only 1 toxic gene. Four strains carried alt (7.02%) , followed by 3 strains
with aerd (5.36%), 2 strains with ast (3.51%) , and only 1 strain with act (1. 75%). After Chi-square test and analysis,
there was no direct relationship between the detection rate and 4 types of ready-to-eat seafood (P>0.05). In addition, 13
strains of Aeromonas hydrophila were isolated from 15 cooked samples. Conclusion The high isolation rate of Aeromonas
hydrophila may be due to contamination caused by improper packaging, transport and processing. The detection of toxic
genes was low, but the risk cannot be ignored and integrated monitoring based on food chain is important.
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Table 1 The types of ready—to—eat seafood samples
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Table 2 Primer used to identify Aeromonas hydrophilia
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Table 3 Primers used to amplify diarrheagenic virulence genes

of Aeromonas hydrophilia
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F: CACGACAGTGCGAATTTCAT
act 250 [7]
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Figure I  The melting curve and melting point of 16S rRNA
qPCR product
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Figure 2 The detection rate of Aeromonas hydrophila and its
diarrheagenic virulence genes in 4 types of ready—to—eat

seafood products
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Figure 3  The fragment size of the 4 diarrheagenic virulence genes



AR AR

—414—

CHINESE JOURNAL OF FOOD HYGIENE

2023 4E%0 35 4455 3 W

2.2 WEKARMEREEIE RSN A S

T AR A B2 N RA BRI 3 - A0 1 7% F
AT A I, 78 7] — > BH A A AR v il 23 85 b A TR R L
Hap RN B A ok A R — sl 1 57
AN BHAPERE A L DA 2 A B 4 T 58 2 RE A v 43 1
PR G K SR T L 1 bR Ry #5002 ) BRI Y, ) — Bk
WA BTN . 4 JERIE TR S kG HH 1 6 PR A% AT
TR E AR P 4 BRIEAT PR R A 2
BRA BT ast+alt, 247 alt+act A alt+aerA FEH 1
A VRK L, A 2 bk AR aerd FEH, A 4K
WL 4.
Fa  ASCHNEIE ™ R KSR TR R R AR A T 8 i B

BTN A A
Table 4 The combination of diartheagenic virulence genes

carried in positive samples ofAeromonas hydrophila in 4 types of

ready—to—eat seafood
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Table 5 The distribution of diarrheagenic virulence genes

carried in positive samples in 4 types of ready—to—eat seafood
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