Hh B i TR AR
—360— CHINESE JOURNAL OF FOOD HYGIENE 2019 4E45 31 4 4 1)

&5 R

B4 LR dh FIEC T3 Wk b 5 B VAT B 5 e A I o3 1 o0 B BEE

ER,FERE,REL HEE,FRS, LERE
(BN TRBATEF PO, 3T BN 325000)

i E.BM THENTFERYILRESAEFT B P LTEFATREELRST AR, 54 F B #E# R
FHMMAME, Ak AB GB4789.40—2010( AR LA B RAFE RRMANFHE REBATELE) 5 HER
BP S BET LT EFA ., RARFEHEKE K (PFCGE) fo %45 5 5 5] 5 & (MLST) 7 sk 2t £ F A B #4745 A
B, BB O2013—2017 FERE VT HRHYILE AR T i, LT EAHE EA B R A 6.1%(45/737), £ F
YL R e b B R 5 (23.4%,37/158) , 45 %k L F #AF W B T M 5L F #AF 6 (C.sakazakii) (R =8 3
% F %A H (C.malonaticus) F= 2437 % F #AF 8 ( C.muytjensii) , PR 5 F#HB K % (73.3%,33/45) , £ &k
h R BR AT AT (24.4% ,11/45) , MLST 2434 25 A ST &, 3t & ST64 . ST1.ST40.ST4 #= ST7 4 £ # A 5],
A5 %k X F AT PFGE 5 R F 2| 8 AT A KX AANZARS 2B REAL, PFGE & F» MLST & £ R 547
AW,k AKFAE PFGE A ey AR L A AN F #9 MIST &, mAa R MIST B H R —F B AR S F 4 % 4.
Git SNTTERYILRRPERSHTAFEFAGTERALR, A FPRHILL LMD LR HERS,
R R RO LT EAAEELA G S S BN,

KB L FHE; YIRS, 2o, 2 F52; RRRMEBHE

hE S ESRISS M ERFRIRED A MEHS:1004-8456(2019)04-0360- 06

DOI:10. 13590/j.¢jth.2019. 04. 012

Contamination status and molecular typing of Cronobacter in infant food and formula powder
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Abstract; Objective To investigate the contamination and molecular typing characteristics of Cronobacter in infant food
and formula powder in Wenzhou, to analyze the genetic relationship between different strains. Methods According to the
national standard GB 4789.40-2010, Cronobacter was isolated and identified from food. Pulse field gel electrophoresis
(PFGE) and multilocus sequence typing ( MLST) were used to analysis the genotyping of Cronobacter. Results A total of
737 food samples were collected from 2013 to 2017, and the total detection rate of Cronobacter was 6. 1% (45/737). The
detection rate of infant formula rice flour was the highest, 23.4% (37/158). Totally 45 strains of Cronobacter were
identified as C. sakazakii, C.malonaticus and C. muytjensii. Among them, C.sakazakii was the majority, accounting for
73.3% (33/45), followed by C. malonaticus of 24.4% (11/45). There were 25 ST types in 45 strains, and ST64, ST1,
ST40, ST4 and ST7 were the dominant types. 45 strains of Cronobacter were divided into 38 clusters, and no obvious
dominant cluster and aggregation were found. The result of PFGE and MLST showed that the majority of strains with the
same PFGE type also had the same MLST type, but the same MLST type did not necessarily indicate a high genetic
relationship. Conclusion The contamination level of Cronobacter was relatively low in foods of Wenzhou, among which the
detection rate of infant formula rice flour was the highest. Cronobacter isolated from foods showed highly polymorphism and

dispersion.
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Figure 1  Result of MLST cluster analysis of Cronobacter spp.
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Figure 2 PFGE cluster analysis and typing characteristics of Cronobacter spp.
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