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Serotyping and biochemical analysis of Salmonella isolated from different sources
in Haizhu District of Guangzhou from 2012 to 2018
LI Yingxia, GUO Kaichun, XU Shaohong, HUANG Fang, ZENG Ya
(Haizhu Center for Disease Control and Prevention, Guangdong Guangzhou 510288, China)

Abstract; Objective To investigate the serotype and biochemical analysis of Salmonella isolates from food contaminant
monitoring, food poisoning cases and isolates of employees’ physical examination in Haizhu District of Guangzhou City from
2012 to 2018. Methods 416 strains of Salmonella were isolated from 2012 to 2018, including 28 food poisoning strains,
5 food contaminant monitoring strains, and 383 health practitioner strains, which were biochemically identified and
serotyped. Results There were 40 serotypes identified from 416 strains of Salmonella, including 56 S. Typhimurium strains
(13.5% ), 46 S. Enteritidis strains (11. 1% ), 41 S. Derby strains (9.9% ), and 273 other serotypes (65.6% ). Serotypes
in group A-F were the most common in the region, and many rare serotypes were detected. Conclusion Community and
serotypes of Salmonella in this region were numerous and widely distributed in the population. S. Typhimurium,

S. Enteritidis and S. Derby were the dominant serotypes in the region. The screening of Salmonella serotypes was of great

significance to the diseases caused by the bacteria.
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Table 1  Serotyping of Salmonella from different sources in Haizhu District from 2012 to 2018
o = = :
i (1,4,12,27:d:1,2) 0 0 16 16
AR (1,4,12;e,h:1,2) 0 0 13 13
Hi5E(1,4,12:,h:1,5) 0 0 8 8
B EIRYL(1,4,12:f,¢g:-) 1 0 40 41
BT BTAR (1,4,,12:f,g,s:-) 0 0 30 30
RAOiFE(1,4,12:i:1,2) 2 6 48 56
LB (4,121, v e,n,z215) 0 0 1 1
EN b 22l (1,4,12:2:1,7) 0 0 7 7
AT (6,7,14:e,h:e,n,z15) 0 0 7 7
B (6,7,14:0,g:-) 1 0 12 13
BT (6,7,14:m,t: [257]) 0 0 4 4
% NEb(6,7,14:k,1,5) 0 0 7 7
o BB (6,7 ke n,x) 0 0 > >
BB A(6,7:1,v:1,5) 0 0 4 4
IR (6,7:r:1,2) 0 0 5 5
WL(6,7,14:r:1,5) 0 0 5 5
EEM(6,7,14:y:1,5) 0 0 6 6
WPEL R (6,7,14:210:e,n,215) 0 0 5 5
HB(6,8:d:1,2) 0 0 5 5
A5 (6,8,20 eh:1,2) 0 0 6 6
FHRE AT 7 (6,8:¢,h:1,2) 0 0 7 7
FIEF FERTE(6,8:1,v:1,2) 0 0 8 8
c2 WAWER(6,8;r:1,w) 0 0 1 1
I(6,8:24,223:[e,n,z15]) 0 0 8 8
BRI (6,8:24,223:[46]) 0 0 2 2
Bl /R B JE (6,8 24224 ;-) 0 0 12 12
M35 /K (6,8:210:e,n,x) 0 0 6 6
c3 5B (8,20:1:26) 0 0 4 4
D1 4 (1,9,12:[f] ,g,m,[p]:[1,7]) 1 17 28 46
422 (3,10:e,h:e,n,x) 0 0 4 4
KA (3,10:e,h:1,w) 0 0 4 4
- W 4% (3,10,[15],[ 15,34 ] :eh:1,5) 0 0 7 7
FEWrE R (3,10:1,v:5) 0 0 6 6
3%(3,10:1,v:6) 0 0 12 12
FRRKEFH(3,10:1,26) 0 5 21 26
E4 I RBE(1,3,19:g,[s],t:-) 0 0 12 12
G Bl (1,13,23:i:1,5) 0 0 1 1
H £95(6,14,[24] :y:1,7) 0 0 2 2
M WEEEE (28:y:1,7) 0 0 2 2
Q FE2%IRE (39:b:1,2) 0 0 2 2
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Table 2 Special biochemical reaction results of Salmonella serotype
V1Y A L3 B HEVE JLE M| U I A HEVE NS B
W H(1,4,12,27:d:1,2) - - - B (6,8:e,h:1,2) - + +
ERE (1,4,12:¢,h:1,2) - - + Flar R 1 (6,8:1,v:1,2) - + -
HE(1,4,12:e,h:1,5) - + - WAMER(6,8;1:1,w) - + +
flIREL(1,4,12.f,¢:-) - + + AI(6,8:24,223:[e,n,z15]) - + +
B 5T AR (1,4, ,12:0,g,s:-) - + + BLECAH W (6,8:24,223.[26]) - - +
RAOFE(L,4,12:0:1,2) - + - Bl /R JE (6,8 :24224 ;-) - - +
LR (4,121, v:e,n,215) - - + M5ik/K(6,8:210:e,n,x) - + -
ENsthzeah (1,4,12:2:1,7) - + - H I (8,20:1:26) - + -
e B S (6,7,14:e,h:e,n,z15) - + + W4 (1,9,12:[f] ,g,m,[p]:[1,7]) - - +
BF(6,7,14:f,g:-) - + + 21>%(3,10:e,h:e,n,x) - + -
R THE(6,7,14:m,t; [257]) - - + K3G(3,10:e,h:1,w) - + +
% Nib(6.7,14:K,1,5) - + - WIHR4S (3,10, 15].[15,34] seh:1.5) - + +
Hromdyk (6,7:k:e,n,x) - + + BrrdE Xk (3,10:1,v:5) - + +
FEARC6,7:1,v:1,5) - + + £%(3,10:1,v:6) - - +
4R H (6,7:r:1,2) - + + FRIFEHE(3,10:1,26) - - -
BIL(6,7,14:r:1,5) - + + e (1,3,19:¢,[s],t:-) - - -
EEF(6,7,14:y:1,5) - + + ik (1,13,23:i:1,5) + - +
WPEIAF (6,7,14:210:e,n,215) - + - £45(6,14,[24] :y:1,7) - - +
5¢Je B (6,8:d:1,2) - + - P rESE(28:y:1,7) - - +
A4 (6,8,20:eh:1,2) - - - HE 257K B (39:b:1,2) - + -
3 TP LG B3 A A
Table 3 Distribution of rare serotypes of Salmonella
e Yo I] TR L7 B B T R R IR T R AL
B E 4,12:1,v:e,n,z15 PN DN 353N 1
C2 41 6,8;r:1,w PN PN 33N 1
€2 BEECR i 6,8:24,223:[ #6] Mll A B {4 K )
GHE A~F Rf (2B 1,13,23:i:1,5 Al N 5% fle B AR G 1
HHE A~F #f -5 6,14,[24]:y:1,7 PN FNIR 232 30N 2
Mk A~F B e g 5 28:y:1,7 Ml N B At B A S 2
QIE A~F J¥ I 2% IR 8 39:b:1,2 Ml N B Ak BRE A A 2
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