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Abstract; Objective

reaction (PCR) method for quantitative detection of Arctic™
TagMan probe were designed based on the specific sequence of Arctic™

of the developed method were examined, respectively. Results

For implementation of labeling regulations, a construct-specific real-time polymerase chain

apple was established in this study. Methods Primers and

apple. The specificity, sensitivity and repeatability

The specificity test of this method showed it specific to

Arctic™ apple; The limit of quanification was 20 copies and the amplification efficiency was 96%. It had good repeatability.

Conclusion This construct-specific real-time PCR method was suitable for the identification of Arctic™ apple.
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Figure 1  Sketch map of T-DNA of GEN-03

1 CTACGCCGGC ACCATTGAGA ACAGTCCTCA TAATAACATC CATCTCTGET GCGGTGACCC

6] GAACCAGACC CACCACGAAG ACATGGGTAA CTTCTACTCC GCGGCTCGAT CGTTCARACA

121 TTTGGCAATA AAGTTTCTTA AGATTGAATC CTGTTGCCGG TCTTGCGATG ATTATCATAT

181 RATTTCTGTT GRATTACGTT AAGCATGTAA TAATTARCAT GTAATGCATG ACGTTATTTA
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Figure 2 Special sequence of Arctic™ apple

1 GGAATCTGAR CGRARGAGCG CGCTCCCGCC GCCCCGGARA CGGTGCGCGC GCGGGTGCGT

6] CGTCGTCTTC GATAAGTCAA AACGACTCTC GGCAACGGAT

T FASE TR 4 M I Malus-F , Malus-P , Malus-R
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Figure 3  Partial amplification sequence of apple ribosomal

ITS1-5. 8S RNA gene
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Table 1  Sequence of primer pair, probes
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Figure 4 Specificity test by real-time PCR
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Table 2 Repeatability of the real-time PCR method
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Study on the determination of advantame in food
LIAO Yanzhi, QIN Haijiao, GONG Qin, SUN Guifang
(Hunan Institute of Food Quality Supervision Inspection and Research ,

Hunan Changsha 410111, China)

Abstract; Objective  Comparing and studying accurate and applicable detection method of advantame in food.
Methods Quantitative detection method by high performance liquid chromatography-diode array detector ( HPLC-DAD) ,
high performance liquid chromatography-fluorescence detector ( HPLC-FLD ) and liquid chromatography-tandem mass
spectrometry (LC-MS/MS) were developed for the determination of advantame in processed foods. The detection limits,
accuracy and precision of the method by HPLC-DAD, HPLC-FLD and LC-MS/MS were compared. Results The limit of
quantification (LOQ) of method by HPLC-DAD was high (0.8 mg/kg) , and it did not meet the requirement of advantame
limit test in food. The LOQ was 80. 0 wg/kg by HPLC-FLD and 0. 8 wg/kg by LC-MS/MS, and they meet the requirement
of advantame limit test in food. In the range of detection concentration, the HPLC-FLD and LC-MS/MS method had good
linear relationship. The recovery was 85.0%-103. 1% with relative standard deviation of 2. 5%-9. 5%. Conclusion The
HPLC-FLD and LC-MS/MS method had high accuracy and good precision, and could be used for rapid and accurate
detection of advantame in food.

Key words: Advantame; high performance liquid chromatography-diode array detector; high performance liquid

chromatography-fluorescence detector; liquid chromatography-tandem mass spectrometry ; food additive
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