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Molecular identification and investigation on the infection of
Anisakis from marine fishes in Liaoning Province
GENG Yingzhi, LI Fei, WANG Weijie, ZHANG Meimei
( Liaoning Center for Disease Prevention and Control, Liaoning Shenyang 110005, China)

Abstract; Objective To investigate the infection in marine fishes from the local markets in Liaoning Province and
identify the third larvae of Anisakis by molecular biological method. Methods The microscopically morphologies were
performed after the larvae of Anisakis were detected by direct dissection. The rDNA internal transcribed space (ITS)
sequences of Anisakis were extracted and amplified, and the sequences of ITS1 and ITS2 in the ribosome gene spacer were
compared and analyzed. Results The larvae of Anisakis was detected from 70 fishes, the infection rate was 31.53%
(70/222) . Larimichthys polyactis and Trichiurus haumel had higher infection rates, and the highest degree of infection was
233 larvae per fish. The larvae were divided into different genus by sequence alignment and evolutionary analysis. Five
Anisdkis nematodes including Anisakis simplex, Anisakis pegreffii, Anisakis typical, Hysterothylcaium aduncum and
Hysterothylcaium amoyense were identified. Conclusion The infection situation of marine fish was quite serious in Liaoning

Province, and the dominant species of infection was Anisakis pegreffii.
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Figure 2 Phylogenetic tree constructed by the ITS sequence
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Characteristic of Clostridium perfringens isolated from 87 healthy people
in Shunyi District, Beijing
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Abstract; Objective To investigate the characteristics of Clostridium perfringens ( Cp) from 87 healthy people in
Shunyi District of Beijing. To study the prevalence of cpe and the B2 toxin gene in the bacterial strain and the distribution
characteristics of Cp. It will provide a baseline for the determination of foodborne diseases caused by Cp. Methods The

stool of 87 health people were collected for Cp isolation culture, plate count and cpe and B2 genes test. Statistical analysis
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