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Abstract; Objective To trace the cause of a Listeria monocytogenes (LM ) infected patient with acute lymphoblastic
leukemia in Beijing, and to study the serotype, antimicrobial resistances and molecular characteristics of the associated
strains. Methods The two strains isolated from peripheral blood of the patient at different times and the strain isolated
from environmentally smeared sample were characterized by serotyping with polymerase chain reaction ( PCR),
antimicrobial susceptibility testing, pulsed field gel electrophoresis ( PFGE) and multilocus sequence typing ( MLST).
Results Three isolates belonged to 1/2a-3a serotype, also had the same antimicrobial susceptibility result. All the strains
were sensitive to penicillin, ampicillin, sulfamethoxazole, meropenem and erythromycin. They had the same PFGE pattern
and MLST type ST155. Conclusion The living environment of patient was contaminated by LM. It was highly suspected
that the strains isolated from lymphoblastic leckemia patient and the environmental smear sample had the same source.
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Table 1  Primers for LM serotyping

98 S A (5'-3) F BRI bp L3 A 5
F:AGGGCTTCAAGGACTTACCC

Imo0737 i 691 1/2a,1/2¢,3a,3¢
R:ACGATTTCTGCTTGCCATTC
F.:AGGGGTCTTAAATCCTGGAA

Imol1118 906 1/2¢,3¢
R:CGGCTTGTTCGGCATACTTA
F:AGCAAAATGCCAAAACTCGT

ORF2819 471 1/2b,3b,4b,4d,4e
R:CATCACTAAAGCCTCCCATTG
F.AGTGGACAATTGATTGGTGAA

ORF2110 597 4b,4d,4e
R:CATCCATCCCTTACTTTGGAC
F:GCTGAAGAGATTGCGAAAGAAG "

prs 370 Fr A 1L v A

R:CAAAGAAACCTTGGATTTGCGG

1.2.2  HiAd Z MU
SR FH W TR 3 DU R O SR s TR R
(MIC) , MK AERZMUFEEE R . HHE(PEN) |
ZURVUM(AMP) s BERRZS . 7 8 2 (VAN) 5 R
BR 28 2085 R (ERY) 5 UMW 2 . RN VP B (CIP)
HRMK: XYM (MER) ; UHR R WH R
(TET) s fifi fie 2 52 05 B i B (SXT) o Joi 2 T ik ok 4
B O A BRI (ATCC 29213) . 28 2015 4F 36 [H I
PRANSL 45 2 b5 fE Pp 23 ( CLST) 25 5hr i (M45-A2) Xt
PEN AMP . IMP Fil MER DU H7 4= 2 3#E 4745 A3,
Z: MR 2015 47 R 2 50 36 2% 51 4 (EUCAST) 24 £

PRUEXT ERY HEATZS G303, Hofts = R 2k 20T 24
I bR T
1.2.3 PFGE 4%l

2 W8 5 [ 959 1 B35 4 i 710 (CDC) PulseNet fy
PFGE b /e 8 )% BEAT , 40 1 1 8 0 Wk 1 ] 2%
A8 = 5.0 ~ 6.0, f#i FHFR ¥ 9 Y1 i Asc 1
(50 U),37 CH§YI 3 h, HLIKZS %A 4~40 s, LK
1) 19 h, 5B v 3K 5 i GelRed e (0, 45 7K i
6 UL K B3 o U0 1T bR O R bR (H9812) 1R K
SR TR AR BRI VTR Xba 1 (50 U) A .
A1 BioNumerics % %} PFGE A 3k &1 14 1k 47 ¥ 35 43
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Figure 1 PCR results for 3 LM strains of serological

F2 3Bk LM KARUHEREARNT 8 BhyiE R A MIC { (pg/ml)
Table 2 MIC values of 3 LM strains and standard strains
against 8 antibiotics

Yk E AR LM2018001 LM2018002 LM2018001-23 ATCC 29213

PEN 0.25 0.25 0.25 2

AMP 0.125 0.125 0.125 0.5

VAN 1 1 1 0.5

ERY 0. 06 0. 06 0. 06 0.25

CIP 1 1 1 0.125
MER 0. 06 0. 06 0. 06 0.03
TET 32 32 32 0.5

SXT 0.015/0.3 0.015/0.3 0.015/0.3 0.03/0.6

PFGE 7 /58 4 — 80, R ok A A — s e RE, 45 SR I
B 2, MLST 23 BU45 R BoR, 3% 3 #k LM £ 45 i) 25 ff
F R E 5 34k ST155 #Y

P 3/ Ey L 375 %Y
2% ST BCE BRI R 1/2a-3a
B BN, 1/2a-3a
B il 1/2a-3a

Kl 2 3% LM Y PFGE 2K
Figure 2 PFGE clusters of 3 LM strains
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