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Determination, traceablility and homology analyis of a food poisoning

case caused by Salmonella Newport
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Abstract; Objective

Using pulsed field gel electrophoresis for the separation of food poisoning strain for homology

analysis, and providing a basis to find out the cause and traceability. Methods Samples from patients, food processing

and leftovers were collected, isolated, identified and PFGE and antibiotic resistance analysis was performed. Results

Four Salmonella Newport strains were detected in 13 samples, which were from the patient, the cooker, the remaining

beef, and remaining duck. The PFGE patterns of the 4 strains were identical with the homology of 100% . 4 isolates had to

the same resistance spectrum. Conclusion

The food poisoning was caused by Salmonella Newport. PFGE typing

techniques revealed epidemiological link between the strains, providing evidence for molecular epidemiological analysis and

traceability of events.

Key words: Food poisoning; Salmonella Newport; antibiotic resistance; pulsed field gel electrophoresis; somatotype;

foodborne pathogenic bacteria; food safety
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Figure 1  Analysis of 4 strains of Salmonella Newport
PFGE cluster
3 iR

AREYHEREFRE LW E BRI L
9o B ] B AsE E h  RORE PR LAY AR AT s 2
2 R R 2R B RO D A A A R i e iR
PERB A AR T 5 R & EE R . BT
BEHE LR REREREZ 2 dE, &
HOHAT THREEIRYT, T R AR B h 8 AU
FEE B T ORR A R SR R R e TR M R
LB A AN IR I TTIN VR R- A PO R LR
JB 11 40 8

ARG R AL G5 43 85 35 3% 07 1k, IF X 3R A5 9 I
B 1T PFGE 43 743 %1 PFGE 43 Al 4% S PR 3 | T 4
Pl R RaE 5 TR, )iz i H TR 2 R
Y TE I 73 T AT 2= 58 v, 8 N T i R 2
V) P R S , Tl B A B R e R R, 7 45 1 A% Yo
1 07 1 & ¥R E B .

1% G2 1) S 56 % 0 % 38 BRI AR [R] R R AR [R) i
T A Sy )Rk 1 0, (E B R DA RE | i v A ST 7Y
(1 )22 T R4 T A3 BT 4R T, I R BE B A B IE 2 X [R)
VR, A BB XA 245 [ B 3 ) [) o ( 80) 4 5 11 A 2
FEIEVEYE R 2 . PRGE 43 8 J2 3 sk BR i 1 P D) g o
AP ik DNA 56 A B U100 2 iE 47 Bl D), &
PFGE 4385, LU e €0 1A B i 4 79 U1 &1 4% X o A e
AR 20 87, DL E BRI R 2 6 & . PFGE &
PR AR [ 508 3k T A S 2 FH DA IX 0 8 K T vk
TP S pmoe” 1 AR R Y rh A B Y
4 RRVDTTPE , BRI 27 43 AU [R) S A I e V0 1T 08 L (H
SN A A6 25 553 A, AS RE A5 Hh 1A Ak =2 (8] 1) AH
ek, Wit PFGE 43 B!, PFGE [& 3 — 8, M3k &4
JC2E 5 AR Tenover 25" 2 11 () PFGE fift B4 if
ELNINGEAN PR RS e 7/ ek A R MR VN
Oy F K HLAT B R O R R A TR VR T O R T TR
—BERE R R B SR 0 & A T BE R JE U 45
RS T DR TS Y, R R s e
YRR MG EEY b, AAEEPITH
B £ rp B e DL L2011 AR E R H A X

7K T L AT — R o LR U T R R 4 € R
RIS M N LB R A 1 bk
APAFV TR o AR R e A T R E M BGE W 1T
By RE BT B B AU T RN SR AT FE VD T
BR L 3RS OB b R A AU RO 1D T B L
RE5 R Mo AR U R 1 A R U 3l 22 P 51
F4  Joik O 5 J 49 A oA Ll I, S SOl A AT
TN A A Vi B S 00 WA T B A S T AT IR R
JEE 0 LA A BRI 0 o AR S N BT B A A
BI7 1k S AL A 10 A

5% 3k

[ 1] Garaizar J,Lopez-Molina N, Laconcha I, et al. Suitability of PCR
fingerprinting , infrequent-restriction-site PCR and pulsed field gel
electrophoresis, combined with computerized gel analysis. in
library typing of Salmonella enterica serovar enteritidis[ J]. Appl
Environ Microbiol ,2000,66(12) :5273-5281.

[ 2] Mead P S, Slutsker L, Dietz V, et al. Food-related illness and
death in the United States[ J]. Emerg Infect Dis, 1999,5(5)
607-625.

[ 3] OlsenSJ,MacKinnon L C,Goulding J S, et al. Surveillance for
foodbome disease outbreaks-United States, 1993-1997 [ J ].
MMWR CDC Surveill Summ,2000,49(1) :1-62.

[4] Hedican E,Miller B, Ziemer B, et al. Salmonellosis outbteak due
to chicken contact laeding to a foodborne outbreak associated with
infected delicatessen workers[ J]. Foodborne Pathog Dis,2010,7
(8):995-997.

[ 5] Schneider J] L, White P L, Weiss J. Multistate outbresk of
muleidrug-resistant Salmonella Newport infections associated with
ground beef, October to December 2007 [ J]. J Food Prot,2011,
74(8) :1315-1319.

[ 6] TTF,WIRME, T M, 5. 3 E 405k E A pOR
WA [T]. b E A& TR R 8 A A, 2011,23 (2):

132-136.
[7] R#, . YITwE SR 2 W [ M]. B [R5 RFEH
W4t 2009

[8] e NRILAETAR. GB 4789.4—2010 & i % 4 EH Kbz
e B A A A A g YT RS SR [ ST dbat: v [ A i th iR
¥ ,2010.

[9] Thong K L,Ngeow Y F, Altwegg M, et al. Molecular analysis of
Salmonella enteritidis by pulsed-field gel electrophoresis and
ribotyping[ J1.J Clin Microbiol,1995,33(5) :1070-1074.

[10] Landeras E, Gonzalez-Hevia M A, Almgaray R, et al.
Epidemiological differentiation of pathogenic strains of Salmonella
enteritidis by ribotyping [ J]. J Clin Microbiol, 1996, 34 (9) :
2294-2296.

[11] Tenover F C, Arbeit R D, Goering R V, et al. Interpreting
chromosomal DNA restriction patterns produced by pulsed-field
gel eleetrophoresis : criteria for bacterial strain typing[ J].J Clin
Microbiol ,1995,33:2233-2239.

[12]  sRHEST, ik, X 3 , 2%. — ki 2 Dl e o 1) 10 AN 4 o €0 4 4
HREslREwh A RE ] 7TRER R ¥M,
2013,35(2) :232-233.



