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Investigation of pathogenic Vibrios contamination status in oyster in Beijing
YAN Han-qiu, QU Mei, GAO Zhi-yong, PAN Bo, LIU Bai-wei, HUO Da, DU Yi-wei, WANG Quan-yi
(Beijing Key Laboratory of Diagnostic and Traceability Technologies for Food Poisoning,
Beijing Center for Disease Prevention and Control, Beijing 100013, China)

Abstract; Objective To investigate the contamination of pathogenic Vibrios in oyster in Beijing markets. Methods

Two hundreds of samples were obtained from 80 batches marine products in a wholesale market in Beijing from February to
November in 2014. Routine methods were used to detect pathogenic Vibrios in the gills and intestines of oysters. Vibrios
parahaemolyticus isolates were serotyped. tdh, trh and tlh genes were detected with real time PCR. Results The isolation
rates of pathogenic Vibrios, Vibrio parahaemolytics and Vibrio alginolyticus were 62.50% , 33.75% and 31.25%
respectively. The isolation rates of pathogenic Vibrio were 67. 50% and 57.50% in gill and intestine samples respectively.
Nine serotypes were identified in the isolated Vibrio parahaemolyticus. tdh and trh gene were negative while irh gene was
positive in all 27 Vibrio parahaemolyticus. Conclusion A large proportion of oyster sold in market were contaminated by
pathogenic Vibrios and Vibrio parahaemlyticus and Vibrio alginolyticus were the predominant species. Oyster without gills

and intestine were safer to consume.
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Table 1  Isolation rate of different pathogenic Vibrios in oysters from wholesale market
VP VA VF \AY VM AM
BE m 2w #r'?n LS PR SRS FH M T R PR A TR PR T PR B Wk BHPERE S
B i # hih B/ 1y # it B0/ 1 44 i K/ 17y # i B 0y B B (R
/R (R R/%) /0 (/%) /#k (REHR/%) /# (BRBR/%) /4 (BHE/%) /% BFR/%)
I 40 15  13(32.50) 13 13(32.5) 3 3(7.50) 0 0(0.00) 1 1(2.50) 6  6(15.00)
Wi &) 40 12 12(30.00) 12 12(30.00) 0 0(0. 00) 3 3(7.50) 1 1(2.50) 2 2(5.00)
& 80 27 25(31.25) 25  25(31.25) 3 3(3.75) 3 3(3.75) 2 2(2.50) 8 8(10.00)
2 A T HE BOR I TS Y L ()
Table 2 Distribution of different pathogenic Vibrios in 50 batches of oysters from wholesale market
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i 27 5 7 2 1 0 4 5° 1 1 0 0 1
i (& 18) 23 7 5 0 1 2 1 5 0 0 1 1 0
it 50 12 12 2 2 2 5 10 1 1 1 1 1
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Investigation and analysis of aluminum content in raw starch
XIE Kui, ZHANG Zheng-yao, ZHANG Ding, FU Peng-yu, LI Yong-li
(Henan Center for Disease Control and Prevention, Henan Zhengzhou 450016, China)

Abstract; Objective The background value of aluminum in raw starch was investigated to provide the basis for

formulating and improving relevant standards of starch products.

Methods  Six types of 229 raw starch were collected

randomly, and aluminum was analyzed according to the national standard GB/T 5009.182-2003. Results  The

concentration of aluminum ranged in ND-190. 43 mg/kg, most of which were low. The median value was 18. 14 mg/kg and
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