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Research on serotype distribution of Salmonella isolated from pig and poultry
slaughter processes in Shandong Province
ZHAOQO Jian-mei, WANG Juan, WANG Jun-wei, GAI Wen-yan, YAN Shi-gan,
HUANG Xiu-mei, QU Zhi-na
(Department for Safety Supervision of Animal Products, China Animal Health and Epidemiology Center,
Laboratory of Quality and Safety Risk Assessment for Livestock and Poultry Products ( Qingdao) ,
Ministry of Agriculture, Shandong Qingdao 266032, China)

Abstract; Objective To acquire original data of Salmonella serotype distribution during pig and poultry slaughter
processes in Shandong Province, and to provide data for the risk assessment of animal products. Methods Salmonella
was isolated from slaughterhouses in Shandong Province from September to December 2014. xMAP Salmonella serotyping
assay kit was used to detect the genes of somatic O antigen, motility H antigen and additional target ( AT) gene.
Salmonella serotypes were identified by xMAP Salmonella serotyping assay software throught gene information. Results A
total of 299 Salmonella isolates were divided into 29 serotypes and 36 isolates could not be typed. S.Derby (24.8% ,
83/335) and S. Enteritidis (15.2% , 51/335) were the major serotypes in pig and poultry slaughter processes in Shandong
Province. S. Derby, S. Thompson and S. Agona were detected both in pig and poultry slaughter processes; S. Derby
(39.8% , 64/161), S. typhimurium (19.3% , 31/161) and S. Thompson (13.7% , 22/161) were themajor serotypes
in pig slaughter process; S. enteritidis (28.7% , 50/174 ), S.Indiana (12.1% , 21/174) and S. Derby (10.9% ,

19/174) were the major serotypes in poultry slaughter process. Salmonella serotypes varied in various areas of Shandong
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Province. In the pig slaughter processes, S. Derby was the major serotype except the middle of Shandong Province; In the

poultry slaughterhouses, S. enteritidis was the major serotype in the east and west of Shandong Province, S. Derby was the

leading serotype in the northeast; S. Thompson was the most prevalent in the middle of Shandong Province. Conclusion

There were various Salmonella serotypes at slaughterhouses in Shandong Province, and slaughter processes supervision and

control should be strengthened to decrease the risk of Salmonella contamination in animal products.

Key words: Salmonella; slaughter; serotype; xMAP Salmonella serotyping assay; distribution; pig; poultry; Shandong
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Table 1~ Serotype distribution of Salmonella isolates in various areas of Shandong Province
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RAGFE ] E — 7 17 - = - 6 — —  — 8 11.3(38/335)
ERSE N Tb 1T - - = 16 - - = 2 — 3 — 6.3(21/335)
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Table 3 Serotype distribution of Salmonella isolates at the poultry slaughterhouse
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Surveillance analysis of foodborne disease in Baoshan, Yunnan Province from 2010 to 2013
ZHENG Guo-qi, YANG Xiu-hong, WANG Hui

(Baoshan Municipal Center for Disease Control and Prevention,

Yunnan Baoshan 678000, China)

Abstract . Objective To analyze the pattern and characteristics of the foodborne disease incidence in Baoshan, Yunnan

Province from 2010-2013 and provide the scientific basis to make the preventive and control measures of food poisoning.

Methods Descriptive epidemiological method was used to analyze the surveillance data of foodborne disease in Baoshan

from 2010-2013. Results

A total of 25 outbreaks of food-borne disease were reported, of which, one was verified as

foodborne parasitic diseases, and the others were food poisoning. The outbreak caused 439 reported patients and 4 deaths.

Food poisoning occurred mainly in the second and the third quarter. Conclusion

We should popularize the health and

safety knowledge to the public, and enhance the supervision and management of school dining hall and other key places.

Key words: Foodborne disease; surveillance; food poisoning; Yunnan; Baoshan
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