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Abstract; Objective To analyze the similarity of molecular characters and drug resistance of non-typhoidal Salmonella
isolates from commercial chickens and patients with diarrhea, and to prevent the infection of Salmonella. Methods 93
Salmonella strains were isolated and serotyped from 1 054 stool specimens of diarrhea patients and 440 anal swab of live
chickens from markets which were collected from January 2012 to October 2013. Common non-typhoidal Salmonella were
molecular classified by pulsed field gel electrophoresis ( PFGE) , clustering analysis was conducted by Bionumerisc v4. 0
and drug sensitivity test was conducted by K-B method. Results 88 strains of non-typhoidal Salmonella were detected in 1
054 diarrhea specimens, with the detection rate of 8.35% . The strains were subtyped into 25 serotype, and Salmonella
enteritis was the majority. 46 strains of hon- typhoidal Salmonella were detected from patients under the age of 2 accounting
for 52.27% . The PFGE showed that 16 strains of Salmonella enteritidis could be divided into 14 patterns, 12 strains of
Salmonella stanley could be divided into 11 patterns, 14 strains of Salmonella typhimurium could be divided into 14 patterns
and 6 strains of Salmonella derby could be divided into 5 patterns. The similarity between the strains were compared and
two PFGE patterns of Salmonella enteritidis were 100% homologous, while there was little similarity in other strains.
Meanwhile, there was little similarity between strains from chicken and patients. The drug resistance rate of non-typhoidal
Salmonella derby to 12 kinds of antibiotics was below 50% . The drug resistance rate of different serotype was not identical
and Salmonella derby had a high resistance. 5 strains of non-typhoidal Salmonella were isolated from 440 anal swab in
chicken with the detection rate of 1. 14% . The strains were divided into 4 serotype, and Salmonella mbandaka was not
detected in patients. Conclusion The rate of diarrhea caused by non-typhoidal Salmonella was high in this region,
especially in infants and young children. Strains from patients and chickens did not have the same clone so that common
antibiotics had a good sensitivity.
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Table 2 Serotype result of the 88 strains of non-typhoidal Salmonella
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Table 3  Resistance rate of the common serotype of non-typhoidal Salmonella
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LAt nE 14.3 85.7 0.0 100. 0 7.1 92.9 0.0 100. 0 5.7 93.2
SANTSRU 0.0 90.5 0.0 100. 0 14. 3 57.1 22.2 33.3 9.1 79.5
ARE 0.0 100. 0 0.0 93.3 35.7 57.1 88.9 0.0 21.6 75.0
Sk Mg i 23.8 71. 4 0.0 86.7 7.1 92.9 0.0 88.9 9.1 85.2
3k Ltk firi 19.0 71. 4 0.0 100. 0 7.1 92.9 0.0 100. 0 8.0 89.8
ZRIEMR 66.7 33.3 6.7 93.3 50.0 50.0 66.7 33.3 39.8 55.7
i g HY e 47.6 47.6 13.3 86.7 57.1 42.9 100. 0 0.0 48.9 50.0
HER 23.8 76.2 13.3 60.0 64.3 21.4 100. 0 0.0 44.3 42.0
UEZS 23.8 61.9 20.0 46.7 57.1 14.3 77.8 0.0 40.9 36.4
HAR IE 23.4 71. 4 26.7 53.3 54.1 42.9 66. 7 11.1 38.6 50.0
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Figure 2 Diagram of clustering analysis of the Salmonella isolated from chicken
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