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Antibiotic resistance and MLST analysis of foodborne pathogenic Listeria Monocytogenes in China in 2012
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Abstract ; Objective To evaluate the antibiotic susceptibility of 635 strains of L. monocytogenes isolated from 10 types of
food origins in 23 provinces in China in 2012, and analyze the multilocus sequence typing ( MLST) of resistant strains.
Methods  Eight kinds of antibiotics, including ampicillin ( AMP ), trimethoprim-sulfamethoxazole ( TMP-SMZ ),
chloroamphenicol (CHL), erythromycin ( ERY ), gentamicin ( GEN), vancomycin ( VAN), ciprofloxacin ( CIP) and
tetracycline (TET) were chosen to conduct broth microdilution susceptibility tests according to CLSI protocols. MLST was
conducted on the resistant strains. Results 66 L. monocytogenes isolates were determined as resistant by CLSI
interpretive criteria. The average resistant rate was 10. 39% . Among them, TET contributed 49 resistant strains, which was
the most. The number of the resistant strains of the rest antibiotics were separately 20 (CIP), 10 (ERY), 7 (CHL), 3
(TMP-SMZ), 1 (AMP), 1 (GEN), and 1 (VAN). 8 strains were resistant to two kinds of antibiotics and 7 strains were
resistant to at least 3 antibiotics. 77 strains were determined as intermediate, among which 75 belonged to CIP
intermediate. The MLST of resistant strains demonstrated that ST155, ST9, ST705 and ST87 were the major ST categories.
The antibiotic resistance spectrum of TET and TET-ERY-CHL were seemingly clustered with certain STs from cooked meat
products and Chinese cold dishes with meat. Conclusion Currently in China, despite the average resistance rate was
relatively low compared with other foodborne pathogens, it was gradually growing annually. The major STs of resistant
strains of foodborne L. monocytogenes were correlated with two antibiotic resistance spectrums.
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Table 1 MLST primers of L. monocytogenes
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R:TTGTGAGCGGATAACAATTTCCGATTAAATACGGTGCGGACATA
F:GTTTTCCCAGTCACGACGTTGTAATTGGCGCATTTTGATAGAGA
cat R:TTGTGAGCGGATAACAATTTCAGATTGACGATTCCTGCTTTTG 52 486
dapke F.GTTTTCCCAGTCACGACGTTGTACGACTAATGGGCATGAAGAACAAG 52 462
R:TTGTGAGCGGATAACAATTTCATCGAACTATGGGCATTTTTACC
F:GTTTTCCCAGTCACGACGTTGTAGAAAGAGAAGATGCCACAGTTGA
dat R:TTGTGAGCGGATAACAATTTCTGCGTCCATAATACACCATCTTT 52 471
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R:TTGTGAGCGGATAACAATTTCTATAAATGTCGTTCATACCAT
F:GTTTTCCCAGTCACGACGTTGTAAGAATGCCAACGACGAAACC
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R:TTGTGAGCGGATAACAATTTCTGGGAAACATCAGCAATAAAC
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Removal effect of household processing on residues of five common pesticides in hot pepper
XU Zhi, CHEN Zhi-giang, HUAN Zhi-bo, FENG Xin-ping
(College of Food Science and Technology, Huazhong Agricultural University, Hubei Wuhan 430070, China)

Abstract; Objective To study the effect of washing and cooking on residues of chlorothalonil , pyridaben, procymidone,
cyhalothrin and fenvalerate in hot pepper, understand the changes of pesticide residues by processing, and to provide the
basis for effective dietary exposure assessment. Methods The hot pepper samples were simulated in laboratory by soaking
in pesticides polluted water. The samples were cleaned and cooked, and the pesticides residues were detected by GC-ECD.
Results The results showed that both washing and cooking had a great effect on pesticide residues, the general removal
rates of these five pesticides were 54.12% -99.47% , 58.78% -95.95% , 55.74% 93.68% , 41.37% -95.67% and
44.71% 95. 09% , respectively. The removal rates of the pesticides residues by different cooking methods were ordered as
follows: frying > stir-frying > boiling. The longer the cooking time was, the more residues removed, but the removal rates
didn’t change significantly when the cooking time was longer than 2 min. Conclusion The effect of pesticide residues
removal in pepper by cooking was better than cleaning, and the effect was decided by hydrolysis, pyrolysis, melting and
boiling point and vapor pressure of the pesticides.
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