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Serotyping and PFGE type of Salmonella isolates from food in Jiangxi Province
YOU Xing-yong, LIU Cheng-wei, ZHU Ying-fei, ZHOU Hou-de

(Jiangxi Province Center for Disease Control and Prevention, Jiangxi Nanchang 330029, China)

Abstract: Objective To study the serotypes and molecular characteristics of foodborne Salmonella in Jiangxi Province
by pulsed field gel electrophoresis ( PFGE ), and establish the PFGE fingerprint data bank. Methods A total of 136
foodborne Salmonella strains were identified by biochemical tests and serotyping. The S. derby were further typed by PFGE
and established the fingerprint data bank, and clustering analysis was conducted by Bionumerics v6. 6. Results Among
136 Salmonella isolated, the main serogroup were group B, and the dominant serotypes were S. derby (49.26% ). 67
S. derby strains were 41 PFGE fingerprint types, 3 PFGE fingerprint types were predominant in the PFGE fingerprint types.
Conclusion Serotyping of foodborne Salmonella were phenotypically diverse. The S. derby were predominant. Raw meat

products were the main source of foodborne Salmonella. PFGE fingerprint types were not related with serotypes.
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Cl B AT (S, drumu) 1 0.74
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Dendrogram of PFGE patterns of 67 S. derby stains
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Table 2 Regional sources of 67 S. derby stains

B3 it Wk
BRI R i 1 H9812
M ET 15 JSXS0013 ~15,22,24,26,28,30,43,49 51,

54,55,56,62

3 9 JSXS0025,32,39 ,41,42 ,45 ,47 66,67
YoM 24 JSXS001 ~12,16 ~20,52,53,57 ~61
Ui 7 JSXS0023,27,31,34,37,48 ,63
EEdil 6 JSXS0033,35,36,38 ,44 ,46
HAET 3 JSXS0021,29,50
SR 1 JSXS0040
BTl 1 JSXS0064
Al 1 JSXS0065
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Table 3  Food sources of 67 S. derby stains
IR B APk
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1 P 9 JSXS0024 ,31,32,36,40,47,51,64,65
R 4 JSXS0045,55,56,57
A 5 JSXS0023,26,33,39 ,63
HoAlh 4 JSXS0038,39,46 ,60
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Typing Listeria monocytogenes isolated from food by Diversil.ab system
ZENG Jing, ZHOU Xue-ting, ZHANG Xi-quan, ZHANG Lin, ZHANG Xi-meng,
WEI Hai-yan, ZHOU Xi-cheng, MA Dan, NI Yuan-ying
( Beijing Entry-Exit Inspection and Quarantine Bureau, Beijing 100026, China)

Abstract: Objective

L. monocytogenes isolates were typed by DiversiLab system. The result was compared with the
results of serotype and the antibiotic resistance. Methods
Results

The DiversiLab system was based on the principle of rep-PCR.
The 46 isolates were classified as nine types, type A to I. The 1/2a serotype isolates mainly belonged to A type.
Six 4b serotype isolates belonged to H type. Among 14 nitrofurantoin resistance isolates, nine of them were A type, one

isolate was B type, three isolates were C type, and one isolate was I type. Most of the nitrofurantoin resistance isolates
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