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aureus in Beijing so as to prevent foodborne disease caused by Staphylococcus aureus and provide evidence for the reasonable
clinical use of antibiotics. Methods Staphylococcus aureus strains isolated from foodborne pathogenic bacteria monitoring
network in Beijing from 2010 to 2012 were tested against 8 commonly used antibiotics using broth micro-dilution method.
The isolates were further subtyped by PFGE. Results 116 strains were antibiotic resistant, the resistant rate was 62. 03% .
The resistant rates for 8 commonly used antibiotics were erythromycin (45.45% ), oxacillin (27.81% ), clindamycin
(20.86% ), tetracycline (13.90% ), chloramphenicol (11.76% ), -ciprofloxacin ( 6.42% ), trimethoprim/sulfamet-
hoxazole (5.88% ). 52 strains were Methicillin-resistant Staphylococcus aureus (MRSA) , and 135 strains were methicillin-
sensitive Staphylococcus aureus (MSSA). 34 MRSA were multidrug resistant. Totally, 129 PFGE patterns were identified. No
dominant PFGE patterns were obviously identified. Conclusion Multidrug resistant were popular among the Staphylococcus
aureus strains isolated from food. PFGE patterns showed diversed characteristics. The antibiotic resistance spectrum and
PFGE patterns showed no correlation.

Key words: Staphylococcus aureus; antimicrobial resistance; broth-microdilution; pulsed-field gel electrophoresis; food

—429—

borne pathogens; molecular typing
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Table 1  Resistance rates of 8 kinds of antibiotics
e m?m (GRS '-Pfl‘m SAPIES ﬁfl’??m [ERES
AL /% AR /% W /%
ERY 85 45.45 19 10. 16 83 44.39
OXA 52 27. 81 0 0. 00 135 72.19
CLI 39 20. 86 4 2. 14 144 77.00
TET 26 13.90 14 7.49 147 78.61
CHL 22 11.76 4 2. 14 161 86. 10
CIP 12 6.42 5 2.67 170 90.91
TPM/SMZ 11 5.88 0 0. 00 176 94. 12
VAN 0 0. 00 2 1.07 185 98.93
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Table 2 Antibiotic resistance spectrum of MRSA
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Table 3 Antibiotic resistance spectrum of MSSA
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The contamination of Staphylococcus aureus and the distribution of virulence genes
in the primary farm products of Minhang District, Shanghai
LUO Ling-fei, WANG Xiao-guang, LIU Ji-qian, SONG Chi-ping, QIAO Kun,
OU Yang-lin, CHEN Xiu-hua, LIU Yun
( Center for Disease Control and Prevention, Minhang District, Shanghai 201101, China)

Abstract; Objective To investigate the contamination and the virulence genes of Staphylococcus aureus in the primary
farm products of Minhang District, Shanghai. Methods CHROMagar color medium and API S. aureus were used for
separation and biochemical identification of S. aureus according to national standard. Virulence genes of coa, nuc, clfA,
sea, seb, sec, sed and see were detected by real-time PCR methods. Results 43 isolates were identified from 206 S.
aureus samples, and the detection rate was 20. 87% . All the identified strains had coa, nuc and clfA virulence genes, but
no see virulence gene was found, and the remaining four virulence genes expressions were partially missing. Conclusion
The contamination of S. aureus in the primary farm products existed in Minhang district of Shanghai. Supervision and
management should be strengthened for raw meat and poultry for serious contamination. All S. aureus strains contained coa
virulence gene. It could be used as a target for detecting virulence genes.

Key words: Siaphylococcus aureus; contamination; virulence genes; foodborne pathogenic bacteria; primary farm

products; farm products; food safety
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