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Application of DNA barcode to identify the species of puffer fish in roasted fish fillet and dried fish

LI Nan, JIANG Tao, SHEN Qing, WANG Jia-hui, HAN Chun-hui, ZHANG Jing, LI Feng-qin, XU Jin, JI Rong

(Key Laboratory of Food Safety Risk Assessment of Minisiry of Health, China National Center For
Food Safety Risk Assessment, Beijing 100021, China)

Abstract; Objective Using DNA barcode to identify species of puffer fish in roasted fish fillet and dried fish sold in Beijing
and Xiamen markets. Methods Genome DNA from roasted fish fillet and dried fish was extracted, amplified by specific primer
of cytochrome oxidase subunit I of puffer fish and sequenced. BLAST comparison was made between the sequencing results and
Genebank, and phylogenetic tree was built. Results Specific straps were amplified by PCR in 15 out of 27 samples. According
to the BLAST comparison and phylogenetic tree analysis, the 15 samples were classified in different puffer fish species.
Conclusion Some commercial roasted fish fillet and dried fish was made by puffer fish in Beijing and Xiamen. The supervision

should be strengthened and the processing procedures should be standardized to avoid tetrodotoxin poisoning.

Key words: Puffer fish; roasted fish fillet; dried fish; DNA barcode; CO Jgene; adulterate; aquatic product; food safety
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S = R N=} N 2 7Ixat 4 Fn YE S = 'iﬂqzh H = /\ Ly a A =Rl |
FEEE/N(90 mg) , PRI AR AR TR A B4 I fi £ 55 /1 5 BITRSAITGE , [RIE I &A% | Sy A AR 2 43R,

ATANIE, WA AT BEHUAS 2 30] 6 £ B 43 5 T TTX AG0
(IRE S AR R (5 ) , IOy il £ 1 B B3R A
K, HBEAEA G B i mT DL BEOKE TTX ARG B
o S THEE , N BORE A 7 100 % 8, IS s (R IR
FR I A 2 BT R 0 — 350 s @FF i DNA
bkl i BeWr%d, 456 5 T A [F) Tt e,
Tt PR A S 4520 R T BB 23 X DNA 15 B2, fiff
Hbr i Berad , oy 3 b Hs 250 . BRI E S
S HUS R RN T AR T PR JO 5 M A {1 114 7 5 UK
F HZ 55 HURE ; OELISA 25 BB PHM: . ELISA &0 nJ
B I T8 SO BCHR RO Hh 2% Jot 1 40 45 T PR i
PRAR PSS B PRI PCR M58 AN Byl il 48 18 53
AWFFE R T R4S 5 R A 1 £HiE , >R A BLAST
5o R I T AT A R e 3, b
FAERFW, Tee R TR R A AT iR A
TPl S — P A R o G 15 A s Tl ff £
PR A 2 bR A Al i £ R AR R
Bz Tl B 285 e e i O RR AR B 23 g/, IR EE
70 kg FINETFH 24.3 g RIATRET, PR IH o B 4 fait B A
A A S U A SRR P2 8 T 5 DL, A A
AR Iz R T A, AR

5 NI S IREETRERS N AT F O ed a0y R 8

S 3k

(1] EZH, WM, w8, R0 il m 28 70 26 5 X R M F R
[J]. 7 K ifF R 2244 ,2001 ,31(6) :855-860.

(2] XlHehs L0l Bhi e KR E R BT e R [ 1], B s B st
5IF % ,2008,29(2) :156-160.

[3 ] hmeds, muIRs, BEIHs. IKRER I or s Or ek [ 1], 42
F P2 BB T],2006,30(3) :295-298.

[ 4] Carole C B,Balam J B, David G S, et al. Identification of early
life-history stages of Caribbean Apogon ( Perciformes : Apogonidae )
through DNA barcoding[ J]. Zootaxa,2011,3133(1) ;1-36.

[5] HBiEMmIEY R E [ EB/OL]. [2014-02-11]. hitp://fishdb.
sinica. edu. tw/chi/species. php? id =383034.

[6] HMWMEEHRE[EB/OL]. [2014-02-11]. hup://fishdb.
sinica. edu. tw/ chi/species. php? id =383032.

[ 7] &ALH,RACGE , KL, 55, BF A RN T35 58 1 By SR 7
FEPERY LA [ T]. KA A2 41 ,2002,26 (2) :192-193.

[ 8] Hebert P D,Penton E H,Burns J M, et al. Ten species in one:
DNA barcoding reveals cryptic species in the neotropical skipper
butterfly Astraptesfulgerator[ J]. Proc Natl Acad Sci USA,2004,
101(41) .14812-14817.

[9] M4k, M, BRT. AW F) R —DNA K 4

50 T]. sh¥f4k,2004,50(5) :852-855.



