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Genetic identification of B-type fumonisin-producing Aspergillus niger
HAN Xiao-min, ZHANG Jing, HAN Chun-hui, ZHAO Xi, ZHANG Hong-yuan, JIANG Tao, LI Feng-qin
(Key Lab of Food Safety Risk Assessment of Ministry of Health, China National Centre for Food Safety
Risk Assessment, Beijing 100021, China)

Abstract: Objective To develop a method for identification of B-type fumonisin-producing Aspergillus nigerat genetic
level. Methods The DNA and mRNA extraction method, conditions fo ramplification of eight key genes of B-type
fumonisin-producing gene cluster of Aspergillus niger by polymerase chain reaction (PCR) and reverse transcription-PCR
(RT-PCR) were optimized. The expression products were analyzed. Results The DNA of eight key genes related to
B-type fumonisin biosynthesis were detected in all 19 strains of Aspergillus niger. fum6, fumi4, fuml9 were the most
predominant genes in Aspergillus niger in association with fumonisin production, but the mRNA expression level of the 8 key
genes were different which leaded to different B-type fumonisin produce ability. Conclusion B-type and non-B-type
fumonisin-producing Aspergillus nigercould not be distinguished at DNA level. DNA in combination with mRNA expression
level was needed to identify B-type fumonisin-producing Aspergillus niger.

Key words: Aspergillus niger; B-type fumonisin; toxin producing gene; strain identification; mycotoxin; food safety
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Table 1  Specific primers nucleotide sequences and amplified
fragments for B-type fumonisin-producing key genes of Aspergillus niger
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The optimization of DNA concentration for amplification of B-type fumonisin-producing key genes of Aspergillus niger
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Figure 2 The optimization of primer concentration for B-type fumonisin-producing key genes of Aspergillus niger
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Figure 5 RT-PCR analysis for B-type fumonisin-producing key genes of Aspergillus niger
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