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Analysis of serologic traceability results in two cases of food poisoning
caused by Vibrio parahaemolyticus
Yu Muhua, Ju Changyan, Wang Ting, Huang Ruimin
( Center for Disease Control and Prevention, Nanshan, Guangdong Shenzhen 518054, China)
Abstract; Objective To trace the serological source of two food poisoning cases caused by Vibrio parahaemolyticus
(VP) and analyze the relationship between serotypes in the suspect food and patient samples. Methods Based on the
GB/T 4789.7 — 2008 method, the detected VP was serotyped, and hemolysin tests were performed. The directly heat-

resistant hemolysin gene (tdh) , tdh-related hemolysin gene (irh) and toxins regulated genes (toxR) were amplified by
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PCR. Results

9 VP serotypes in two food poisoning cases were identified by expanding the identification of suspicious

colonies in the sample. There were 13 strains of 03: K6, 6 strains of 02: K28, 2 strains of O1: K56. The results of tdh

gene detection were positive in 17 strains from 27 isolated VP strains which were consistent with the hemolysin tests.

Conclusion Expanding the identification of suspicious colonies contributed to the traceability of food poisoning caused by

VP. Although 03: K6 was the major pathogen causing food poisoning, VP serotypes from different samples show diversity.

The tdh gene detection is equivalent to the hemolysis test in detecting the VP pathogenicity.

Key words: Food poisoning; Vibrio parahaemolyticus; serologic identification; source tracing
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Table 1 Vibrio parahaemolyticus serotyping results of the first food poisoning case
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Table 2 Vibrio parahaemolyticus serotyping results of the second food poisoning case
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Table 3 Results of toxR ,trh  tdh gene detection and
hemolysin test of 27 VP strains
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