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Abstract; Objective

decline regularity in chilled pork stored at 0-4 °C. Methods

selective culture medium and the strains were identified by Biolog system. Results

identified, including four Enterobacteriaceae,
Lactobacillus and two Staphylococcus strains.
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s

spoilage microorganisms in chilled pork stored at 0-4 °C,

microflora increased maximally, especially the amount of Pseudomonas increased most frequently.

spoilage microorganisms in chilled pork were identified,
were identified.
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To identify spoilage microorganisms in chilled pork,

one Pseudomonas,
The initial composition of microflora phase was that;
Pseudomonas 3. 6% ,

Brochothrix thermosphacta ,
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and analyse the pattern of their growth and

Spoilage microorganisms from chilled pork were incubated in

Eleven strains were isolated and
one Brochothrix thermosphacta, one Acinetobacter, two
Brochothrix thermosphacta
Lactobacillus 29.5% , Staphylococcus and Micrococcus

Enterobacteriaceae and Pseudomonas were the dominant

the proportion of Pseudomonas and Enteorbacteriaceae in the

Conclusion Main

and the initial microflora and dominant spoilage microorganisms

growth and decline regularity; food sefety
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bacteria and their culture conditions
40 T 2K ) Ve B SR B s 0k
B AT 1 B VRBGA Eijig 37 C/48 h
(=N o] Pseudomonades By JI§ 30 C/48 h
AARRLE STAA 35ifig 30 C/48 h
FLER MRS it i 30 C/48 h
AR/ WORE MSA Bk 30 C/48 h
5 b/ B B o R 2T SR 25 °C/5 d

1.4 JE WA P 2 0 %5

Biolog £ ¥ B 3l % 7€ 7 Gt a2 LA I Ak 2E 4 4
JHL R P AS [) e D8 3 A7 8T R A O A R b e AR i S
DU mg ) 5 (40 TTC TV) % Az B 6e 2 o Al ok JiE 25 57
Sy HERl 2 F AT 1Y S 28 HE 0 B R A I g b A
LR SRR s G B R NG - S W a1y G o B i
ST R R S RS AR W i 2 R G Y B A
JE o a0 B 3 S R B R R T A AR Y TR
S50 S L, BT A A
1.4.1 4rEgaife

A IR 3 B B R I 0 SF Al b 4y ) 3 B i AR

(A K B TE 40 A R N 1Y) 36 R R 5 3R 3 B R AT R
SRS R e 4y B8 A5 B B — TR AR I TR VK
1.4.2 EEREHR

B3 BB B 3R YAl T BUG Bl 1% 95 48, Rl &k
B3 ,30 C R R 9 24 h,
1.4.3 Pl JE

IR AT GN/GP-IF £z F i 1 it B 45, 78 b R
R E 100% , FH KRR 25 B EL 28 8% R A 1 B R
FETCBRRZS T 32 R 20 ph B A5 b, R AT 00, E)
FE90% ~97% b e ok BE{E .
1.4.4 RS MR

K O 20 VAR A R 0 PR R, BT VOB R A
TR 2K B W A %) Gen I ALK E M L, T
30 CH&MF T AT
145 FRHCEdE

TR % R G 48598 16 ~24 h () Genlll
L %5 7 A 3 Biolog T A2 W I 3l %5 5 A1 132 5K
AL TR HL I BURCE e BT REPE K /NG MY 5 Rl
Al AR 1 24 o
1.4.6 45 5848 0t

FEANGE SR B oK 3 R E A S50, BT fig
Probability(PROB) A 8l 4 Similarity ( SIM ) 14y
Distance( DIS) , SIM {5 =0. 50,25 £ 7%, RFE B 3
5 B S T A R Rl 4%, STM B #4323 1. 00, %
S5 AT 5E P B 2 SIM {H < 0. 50, {H 45 5 25 R
g 24 A TR 25 SR 1 SIM i 2 F1 > 0. 50 1), [ sh 4
WIS E RN R4 .

2 HRE5HH
2.1 VR IA R R O A T O o R R A E

B v JRE T vb 23 A DS TR A 2 A ) 4k
b, 2853 W 4 1 Biolog A= 1 A 8l 4 1 AX 1 2 e 45
R 2,

AR TR X8 2R 8 5 2 1 R 00 0 B AY 52 MR T
FREEAT T8 S SE 1T MR R AR A
Hop AT 4 b BT bk, RORR 2278 1 #k,
ANEIFFR L Bk FLER A 2 Bk, B 4 BRI 2 PR o
2.2 W RRE A R R O A 400 B AR A B3

R 28 Rl A 0y ) 20 96 P % R R, 0 1 23 )
FR Ve 18 PR T A TR R L R T TR R Al BN TR
JB FLRR T AR R LT RO TR/ A ER TR TR
BRI/ B B AR SR LR 3

JIT N E (9 ¥ T4 AL, 2R 0 B0 o B A,

RICEY BB 4.7 x 10° CFU/g, AS [ 28 51 1 3
P R HECGR  HR A 8] 2.6 x 107,
SRR 54, 9% 5 4 4 BRI FURCRR T B B0 5 R



& HRE PR P AR A A s B F I I AR A F 5 e, 4 —299—
# 2 Biolog AR ¥y E 3l % 2 AN 5 R A= W 1) s 46 R
Table 2 Spoilage microorganisms identified by Biolog system
T PR AR LY AL (SIM) ] gt (PROB)
Citrobacter werkmani BLICAT I BR AT 1 GN 0. 680 0. 847
Citrobacter freundii o A R AT T GN 0.792 0.987
Serratia liquefaciens WALV B GN 0. 826 0.982
Hafnia alvei W B 0 K e TR GN 0.764 0.999
Pseudomonas lundensis o5 510 BFL i TR GN 0. 557 0. 853
Acinetobacter johnsonii AR A ST GN 0. 688 0.857
Brochothrix thermosphacta MR RLE GP 0.723 0. 886
Lactococcus garvieae INCEL R A GP 0. 607 0. 845
Lactobacillus plantarum T FLAT GP 0.520 0. 806
Staphylococcus hominis ss hominis N K GP 0. 748 0.978
Staphylococcus piscifermentans 11 % T 75 28 BR T GP 0.595 0.819
23 VR DA D TR A ) B TR A R
Table 3 Initial composition of spoilage microflora in chilled pork
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Figure 1  The growth of spoilage microorganisms in

chilled pork stored at 0-4 °C
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Table 4 The change of microflora composition in chilled pork stored at 0-4 °C (% )
AR 1d 3d 54d 74d 94d 11d 13 d
T R 8.7 5.2 24.3 34.0 34.6 34.2 34.2
MR 29.5 32.0 10.0 5.2 4.4 0.6 0.9
2 2R 141 TR 3.6 3.3 8.6 10. 6 11.3 13.7 14.7
MR R 54.9 56.3 56.7 50. 1 49.6 51.4 50.2
W ETER T/ R T 0.6 0.5 <0. <0.1 <0.1 <0.1 <0.1
T 2.7 2.7 0.3 0.1 0.1 <0.1 <0.1
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Effects of beta-carotene on the apoptosis of human bladder cancer
cell line T24 and the expression of its connexin 43
Wu Zhiping, Zhao Xiaokun, Lii Chen, Yang Minggen, Xiao Ning
( Department of Urology, Guiyang Medical College Affiliated Hospital, Guiyang 550004, China)

Abstract; Objective To investigate the mechanism of molecular biology of beta-carotene on inhibiting the growth of
human bladder cancer cell line T24. Methods The effect of different concentrations of beta-carotene (0, 5, 10 and 20
pmol/L) treated for 72 h on human bladder cancer T24 cells was evaluated by MTT assay and flow cytometry. Both Semi-
quantitative RT-PCR and Western Blot were used to detect the expression of connexin 43 (Cx43), Bcl-2 and Bax mRNA.
Results In beta-carotene treated groups at the concentration of 10 and 20 wmol/L, the proliferation of T24 cells could be
inhibited and the apoptosis could be induced (28.83% , 63.02% , P < 0.05) significantly. The apoptotic index ( Al) was
0.126 £0.022 and 0. 190 + 0. 024 in the treated group, which was increased significantly in comparison with the control
group (P<0.01) and in a dose-response relationship (P =0.002). In comparison with the control group, the expression of
Cx43 mRNA and its protein could be up-regulated and the gap junctional intercellular communication ( GJIC) of T24 cells
could be enhanced in a dose-response relationship (P <0.05), but the expression of Bel-2 mRNA and its protein was down-

regulated and in a dose-response relationship significantly (P<0.01) in the beta-carotene treated groups. There was no
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