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Abstract: Vibrio parahaemolyticus (VP) is one of the most common pathogens that cause food poisoning in coastal areas

of China. In fact, the food safety incidents of VP have been increasing on a yearly basis. The current national standard

method for quantitatively detecting VP in food is the most probable number method. This method is time-consuming and

tedious, and cannot be used to achieve rapid quantitative detection. Owing to modern biotechnology, new quantitative

methods have been generated. In fact, a series of rapid and sensitive methods have been developed to quantify VP. This

review seeks to discuss recent research and application progress of rapid methods for quantifying VP using biotechnology

methods, and highlight the characteristics of each rapid method to provide a theoretical reference and development

direction for the rapid and accurate quantitation of VP in food.
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Z 0 WANG S5500f i) Ak 9¢ 5 5 HE
b2 5 S WS DNA il - — 75 k- o o 1k 2 fih
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VF 2 0F 58 N 5% SR FH Al 8 67 B PR 1) 925 1t 4 K
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Table 1  Rapid quantitative detection method for Vibrio parahaemolyticus in food
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SD-PMA-qPCR LIS 3% NaCl NAPW toxR 50 CFU/mL 5h [25]
IMS-PMAxx-qPCR LIS 3% NaCl APW tlh 1.05 CFU/g 5h [24]

L LB tlh 16.8 copies/20 pL 12 h [30]
ddPCR

i 41 LB tlh 50 CFU/mL 14 h [61]
T %[ﬁ]‘ﬂﬁ 3% NaCl APW ih 11.2 CFU/g 3~4h [28]

AN 3% NaCl APW ilh 8.96 CFU/g 3~4 h [28]

4-plex-ddPCR s ) 0.1% PW tlh tdh \ureR .orf8 39 CFU/mL 2~3h [29]
SRCA-Casl2a T & 3% NaCl APW toxR 3.6 CFU/mL 50 min [36]
CRISPR/Cas12a-PCR LIS — tlh 1.02x10°#% U1 /L — [37]
LAMP-CRISPR R 3% NaCl TSB VP008 5 CFU/mL 30 min [38]
RPA-CRISPR N — tdh .trh 10° CFU/g 30 min [62]
Real-time RPA S 3% NaCl APW tlh 0.4 pg/ulL 30 min [47]
RAA-LFD LIS 3% NaCl APW toxR 74 CFU/g 30 min [48]
MAADF-H /A AL XU 5 16 A UF B % £ — — 6 CFU/mL 3h [56]
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