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Qualitative and quantitative detections of transgenic component in
genetically modified soybean using real-time PCR
ZHAO Wei-dong , ZHENG Werrjie, LIU Xuan, HE Yan
(Tianjin Entry-exit Ingoection and Quarantine Bureau of China, Tianjin 300201, China)

Abstract : Many countries have condituted higher requirement to the detection of GVi-products snce a seriesof
labeling regulations were put into practice. This requires accurate quantification of the tranggenic material in
the Gvi-products. A conventional quditative polymerase chain reaction (PCR) assay was used to detect the
presence of GVI-y and a red-time PCR was used to quantify the content of Gvi-y. The errors due to differ-
ence in anplification €ficiencieswere amended by detecting the endogenous control .  The percentage of geneti-
caly nodified soybean was caculated by A Gt vaue through a sandard curve. The sendtivity of the method
oould reach 0. 1 % and the range of error was less than 30. 0 %.
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Screening and congr uct specific detection of transgenic BIOSCIEN tomato
by conventional and real-time PCR
YANGLi-teo , ZHAO Zhi-hui , SHEN Hui-feng, PAN Ai-hu, ZHANG Da bing
(Department of Biologicd Science and Technology , Nanjing University , Jiangsu Nanjing 210093, China)

Abgtract : Geneticaly nodified (GV) tomatoes have been gpproved for commercialization in many countries
dnce thefird GVl tomato LAV R AVAR was permitted for planting in 1994. In China, GV tomato BIOSCIEN
with a character of long shelf-life was the fird GM plant gpproved for commercidization in 1996. To meet the
requirement of GV tomatoes labeling policy that has been actudized in China snce 2001, the screening and
oondruct gecific PCR detection for detecting the universa eements trandormed into tomato , such as Cauli-

Nove reference nolecues for quartitation of geneticdly
nmodfied maize and ©ybean [J]. Journd of AOAC Internar

[2] \Vaitiligpm M, Hjneburg H, Norman W Shaad , e d. Re
d-time quartitative PCR detection of geneticaly nodfied

maximizer maize and roundup ready ybean in me repre-
sentative Foods [J]. J Agric FoodChem, 1999, 47:
5261-5266.

[3] G
PCR [J]. , 2003, 11
(5) : 467-471.
[4] Hideo Kuribara, Yoichio Shindo, Akihiro Himo, e 4d.
: R15; Q343.1; S$H2 A
(032D19307) ;
(JY03-B-20)

— 126 —

(5]

tiond , 2002, 85 (5) : 1077-1089.

Heether Hird , Joanne Pondl , Mari-Lou<e, e d. Deermina
tiond percertage o Round up ya in ya flour usng red-
time polymerase chan readtion: Interdaoraory dudy [J].
Journd of AQAC Internationd , 2003, & (1) : 6671

[ : 2004 - 12 - 16]

: 1004 - 8456 (2005) 02 - 0123 - 04

This work was supported by the Science and Technodlogy Plan of Shang-
hai (03zD19307) and Research and Develop ment of Special Subject of
Nation (JY03- B- 20) , China.

2005

CHINESE JOURNAL OF FOOD HYGIBNE



